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INTRODUCTION
Prostate cancer is the most common cancer in men in the UK [4, 5]. Recent research has indicated that it has also now become the most common cancer in the UK across men and women, overtaking diagnoses of breast cancer [7]. The most common age for diagnosis in England for prostate cancer is between 70 and 79 years old [6]. There is currently no national screening programme. Instead, prostate-specific antigen (PSA) tests are used for anyone with symptomatic concerns or all males above the age of 50 that request a test. A positive PSA test results in a referral for further diagnostic testing. There is ongoing debate surrounding the utility of PSA testing as a screening tool, with some evidence suggesting it results in overdiagnosis. The UK National Screening Committee (NSC) recently commissioned Sheffield Centre for Health and Related Research (SCHARR) to develop a prostate cancer screening model. The results of this model and recommendations made by SCHARR form a large component of the evidence used by the NSC to inform their decision on whether to implement prostate cancer screening in the UK. It is therefore very important that the modelling choices and evidence used to inform the model are robust, to suitably inform reliable and accurate decision making. Prostate Cancer Research (PCR) commissioned York Health Economics Consortium (YHEC) to provide a critique of the economic model used to inform the NSC recommendations. The points raised within this critique are specific to YHEC, and do not necessarily represent the views of consulted stakeholders. 
METHODS
The critique of the model had three components.

Component One: We conducted a detailed review of the technical report, including understanding the methods selected, the overarching structure of the model, and the data underpinning the analysis.

Component Two: We facilitated a series of clinical validation workshops that served as a platform for expert elicitation.

Component Three: We approached SCHARR with questions based on our initial review to ensure there was no misinterpretation. We also provided suggestions for scenarios to run in the model, which were provided by SCHARR.
RESULTS
The results of the critique highlight concerns relating to the economic model report used for the NSC’s prostate cancer screening recommendations. Specifically:
The screening policy that was evaluated in the model is to implement additional ‘structured’ PSA testing for all men in addition to current practice, where men ask their GP for a test (opportunistic testing). It is unlikely that current practice will continue unaffected with the implementation of a structured screening strategy.
There are several concerns with how the model deals with clinical parameters, including: 
Calculated overdiagnosis between treatment arms. Currently, it is unclear how overdiagnosis is defined, and only the harms of organised screening on overdiagnosis are considered, not the potential reduction in overdiagnosis as well.
Treatment and diagnostic costs. Treatment costs are underestimated for those with late-stage cancers, while there are concerns that some of the diagnostic costs do not match the diagnostic pathway. Both of these factors are likely to bias against screening. 
The relationship between cancer stage and grade. The mapping between these two aspects means that treatment costs may be overestimated, due to people ending up in higher grades than reality at earlier stages of cancer. This would likely impact the screening arm more, due to the treatment effect of earlier diagnosis. 
The model and report do not discuss, acknowledge or evaluate the impact on health equity.

Changing some of the underlying data and assumptions within the model, based on the concerns raised, changed the direction of some of the economic results within the scenario analysis we requested. Although these were crude scenarios, it highlights the importance that assumptions made, and data selected have on the modelling outcomes, particularly for Black Men and those with family history of prostate cancer. 
CONCLUSIONS
Modelling the impact of a national screening programme for prostate cancer is complex and will require various assumptions. However, we recommend that adjustments be made to the economic model to ensure that valid and robust results are used to inform NSC recommendations. It is important for the assumptions and biases of the model to be reflected on and reported appropriately. The concerns highlighted in our critique are all important considerations, particularly for at-risk subgroups, where the cost-effectiveness estimates are relatively close to the threshold.
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In the United Kingdom (UK), prostate cancer is the most common cancer in men. Recent research has indicated that it is also now the most common cancer in the UK across men and women, overtaking diagnoses of breast cancer [7], with an estimated 64,000 diagnoses in 2022 and approximately 12,000 deaths each year [10]. The most common age for diagnosis of prostate cancer is between the ages of 70 and 79 years in England [6]. 
There is currently no national screening programme for prostate cancer [11]. Instead, all males above the age of 50 (with or without concerns) can request a prostate-specific antigen (PSA) test from their GP. As part of the national guidelines on recognition of possible prostate cancer, a PSA test is recommended for men with lower urinary tract symptoms (LUTS), erectile dysfunction, or haematuria [12]. A PSA test is a blood test that measures the PSA protein, which is produced in the prostate gland and can assist with the detection of prostate problems, like cancer. Those with elevated PSA levels will then be referred for further diagnostic testing. Consulted clinical experts and the wider academic literature suggest the current opportunistic approach is suboptimal and requires optimising to target those at highest risk [13].
However, there is ongoing global debate surrounding the utility of PSA testing as a screening tool for prostate cancer [14]. PSA is present at some level for all men, and increases with prostate size, and sometimes age, as well as being elevated by active inflammation in the prostate. PSA testing is therefore an imperfect choice for screening due to the high potential for overdiagnosis or false positives, leading to increased harm and unnecessary further testing such as biopsies [15]. It also may lead to the detection of low-risk prostate cancers, which are clinically insignificant and is associated with lead-time bias.
Nonetheless, screening with PSA tests may still provide benefits to the national population. The use of MRI and risk stratification plays a role in the reduction of false positive cases and overdiagnosis. Screening can be beneficial to people by helping to detect the disease early, allowing earlier treatment and potentially improving morbidity and mortality. This is reflected in the European Union’s recommendation in 2022, that organised screening programmes should be undertaken for prostate cancer [16]. This should also be balanced with consideration of the costs of implementing the screening programme, and any harms screening may cause.
The UK National Screening Committee (NSC) recently commissioned Sheffield Centre for Health and Related Research (SCHARR) to develop an economic analysis to evaluate the cost-effectiveness of prostate cancer screening [17]. This involved an economic evaluation to determine the cost-effectiveness of introducing a nationwide screening programme. The model captured the impact on the general male population over the age of 50, as well as targeted screening for higher risk subpopulations. 
Higher risk populations include those with:
A familial history of prostate cancer.
The BRCA gene mutation (BRCA1 and BRCA2).
Black ethnicity.
The modelling approach adapted the previous MIMIC-Bowel model used to inform the impact of bowel cancer screening. The draft recommendations advise against routine population screening and targeted screening for at-risk populations such as Black men or men with a familial history of prostate cancer. Screening was only recommended for those with a known BRCA gene mutation. The decision by the NSC was informed by the cost-effectiveness model. These recommendations are currently open for public consultation. 
[bookmark: _Toc222409712]Objectives
Prostate Cancer Research (PCR) approached York Health Economics Consortium (YHEC) to critique the economic model used to inform the NSC’s recommendations. This critique involved:
An assessment of the methodological, structural, and parameter choices made in development of the model, with respect to the current clinical pathway and published literature.
A review of the model findings, technical report, and the consequent recommendations made to the NSC.
Engagement with SCHARR, clarifying structural and parameter choices in the model, as well as requesting additional scenarios. 
Engagement with clinical experts and expert advisors for prostate cancer, to support the evaluation of the model’s validity. 
This report summarises the methods and findings from the critique, including recommendations to improve the robustness of the model. 
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The first stage of the project included a detailed review of the technical report describing the model used to inform the NSC’s decision on prostate cancer screening. YHEC requested the executable model for this critique; however, SCHARR did not provide this. Therefore, this critique is based on the technical report alone and is unable to consider programming errors.  
The review of the technical report focused on understanding the methods selected by SCHARR, including the overarching structure of the model, and data underpinning the analysis. Internal validation involved a thorough review of the inputs used to ensure they matched the source materials. This was extended further by conducting targeted literature searches for key inputs, to consider if alternative options were more suitable. The model structure was then compared with national guidelines surrounding prostate cancer diagnosis and treatment, to understand if it appropriately captured diagnostic and treatment pathways. This stage also assessed if the report aligned with established health economic standards for reporting [18-20].
To assess the model’s clinical relevance and face validity, we facilitated a series of clinical validation workshops involving 15 clinical experts and advisors from a range of specialities based both in and outside of the UK, including oncologists, urologists, radiologists, and biostatisticians (see Appendix D). These workshops served as a platform for expert elicitation, where clinicians were asked a range of questions on the core assumptions made in the model and supporting data, pathways, and outcomes. The feedback gathered was from a range of experts to construct a comprehensive understanding of the decision problem to support the findings outlined in this report. 
Finally, we were able to provide questions to SCHARR based on our initial review of the model, to ensure the approach taken by SCHARR was not misinterpreted. These clarification questions helped shape our understanding of the approach, the rationale for SCHARR’s decisions, and the findings of the critique. Further to this, we also provided SCHARR with some suggestions of scenarios which would be useful to run through the model. Given the time available before consultation to the recommendations closed, the scenarios were limited to simpler changes, rather than structural changes or modifications to the scope of the analysis. The scenarios requested are presented in Appendix B. The results of these scenarios are provided in Appendix C and discussed in Section 4. 
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This section will address the key concerns identified throughout our review process. Additional, less critical, concerns are provided in Appendix A. Therefore, Sections 3.1 to 3.6 cover the key considerations for any updates to the cost-effectiveness model, or to NSC guidance. 
[bookmark: _Ref220573677][bookmark: _Toc222409715]Reporting Quality and the Principles of Robust Analysis
Transparency, objectivity and a reflection of uncertainty are fundamental concepts of all robust analyses. For example, The Analytical Quality Assurance (AQuA) Book was published in 2015 [21], in response to recommendations from the 2013 Quality Assurance of Government Models Review [22]. Although it is not specific to health, the book outlines principles required for robust economic analysis. The following statement from The AQuA Book outlines the key pillars of any analysis:
“Quality analysis needs to be repeatable, independent, grounded in reality, objective, have understood and managed uncertainty, and the results should address the initial question robustly.”
We recognise that accurately reflecting the patient pathway and complexities of screening is a challenge and that some elements will, by necessity, be subjective or require the use of assumptions. However, it is important to consider whether the analysis meets the standards required to inform policy decisions. Our initial overview of the report identified concerns surrounding the quality and transparency of the reporting. The model was not made available to us for this review when requested, so any insights made in this critique were based solely on the technical report. 
In health economics, a common tool used to establish reporting quality is the Consolidated Health Economic Evaluation Reporting Standards (CHEERS) checklist [19]. Another commonly used tool to critically appraise economic evaluation is the Drummond checklist, which focuses on ten key areas for the reporting of economic analysis [23]. As part of our external validation, the model reporting quality was assessed against economic evaluation reporting standards including the Drummond checklist, CHEERS checklist, and The AQuA Book. 
We identified several areas where the reporting lacked clarity and transparency to allow for a clear deliberation on the impact of screening. 
For example, using the CHEERS checklist, a common tool for assessing health economic analysis reporting, we identified the following concerns, which highlight the wider concerns on reporting quality: 
Lack of clarity on the model decision problem (Item 5-7). The report fails to clearly define the comparator or the intervention, making it hard to determine the appropriate allocation of costs and consequences to each model arm. For example, it was only upon further clarification from SCHARR that it was confirmed that there are no differences associated with opportunistic screening modelled between treatment arms. This is not explained or stated with sufficient detail in the report. This lack of context and transparency makes it difficult to critique model outcomes and may produce a misleading interpretation of the results.
Another key point that is not explicitly mentioned is the model perspective (Item 8). It is important to clearly outline the viewpoint from which costs and benefits are being considered to adequately determine the relevant parameters and scope of the model. We understand this to be from a National Health Service (NHS) and Personal Social Services (PSS) perspective.
The authors also do not state and justify the discount rate used (Item 10). The discount rate is only referenced in the scenario analysis, but does not confirm the base case discount rate, and is only shown in the results during scenario analysis. 
There are many assumptions surrounding data, inputs or extrapolated evidence that are not adequately explained (Item 17). For example, on page 69 it is stated in the report “The base case screening uptake was used from the CAP trial: 36% for the PSA test and 85% for the follow up biopsy [28]. It was assumed that mpMRI will have the same uptake as the biopsy.” However, the rationale for this assumption is not explained any further. Further examples include what year the utility multipliers were calculated from (page 71), what period the palliative care costs cover (page 79), and why cumulative hazards with respect to risk factors were unrealistic (page 36). 
The report does not include any discussion of the distributional effects (Item 19), or any equity considerations (Item 26). The SCHARR model accounts for certain high-risk populations including those with family history or Black ethnicity. However, this is done with high uncertainty due to the lack of evidence available. Whilst we acknowledge the lack of data, particularly in the Black ethnicity population, there is no discussion of the impact of health inequalities concerning both education and access to current care pathways on this population. The variation in impact, correlated with socioeconomic status within these populations, is not explored qualitatively or quantitatively with respect to an organised screening programme. It is recognised that a complex quantitative equity analysis would not have been possible within the scope and timeframes of this project. However, we recommend that the report be amended to include at least a qualitative discussion of the impact of the model findings with respect to health equity and recommendations for further research surrounding the distributional effects.
The report does not adequately describe the methods used to identify uncertainty (Item 20) or provide an estimate of the impact of various uncertainties on the model outcomes (Item 24). Parameter uncertainty is often identified through probabilistic sensitivity analysis. The report includes details of sensitivity analyses run for each subgroup; however, it does not provide sufficient detail to identify the key drivers. For example, on page 98 of the report, it is stated that for the general population “uncertainty in the natural history parameters, specifically those correlated with age (see Supplementary C) was the most influential factor in determining cost-effectiveness”. However, there is no further discussion on the cause or impact of this uncertainty, and no other influential factors are identified. Structural uncertainty is validated against the CAP and ERSPC clinical trials to minimise structural flaws. Unfortunately, these trials are outdated and do not reflect modern updates to the diagnostic pathway. The authors fail to sufficiently identify or explore the impact of this uncertainty. Trials such as the PROMIS [24], and GÖTEBORG-2 [25] trials could have been used to validate a more modern diagnostic pathway. We recommend that early results of the TRANSFORM trial [3] also be used to explore this uncertainty with a more modern diagnostic pathway for validation once available. Further sections in this report discuss alternative data that could have been considered. 
The report does not include the breakdown of the costs for the main results (Item 23). This makes it very difficult to determine the key drivers of the model outcomes and consequently assess the results appropriately. All health economic evaluations should break down the core results to show the drivers of change and impact from the model between treatment arms. 
There is limited discussion provided of the study’s weaknesses and constraints (Item 26). The model limitations are briefly discussed on pages 179-180 of the report. However, there are key limitations such as the model structure not reflecting a modern diagnostic pathway or the use of alternative biomarker tests. Further details on limitations are discussed throughout the rest of this report. All models are expected to have limitations, but these should be clearly identified and the potential impact of these explored and discussed. Some of the limitations discussed in the report were identified only after consultation with SCHARR, rather than directly from the technical report. 
Overall, the points raised above with respect to the CHEERS checklist result in concerns around reporting quality. Similar guidance documents referenced suggest similar principles that should be adopted within the analysis. Beyond the reporting quality with respect to economic guidelines, the document is missing sections. For example, in the report it is stated that “the decrement in utility due to age was detailed in the ‘Modelling Changes in Phenotypic Characteristics by Age’ on page 70 of the report. However, this section does not exist in the report, so is difficult to interpret. The list above does not contain an exhaustive list of reporting concerns but highlights that further work should be conducted to make the report more transparent and robust for informing national policy. 
Recommendations for updates
We recommend an update of the report to address the concerns outlined above in order to meet key economic reporting standards. The points raised reflect a lack of overall clarity, reducing the credibility and replicability of the work. We recommend that the authors consult key checklists for reporting, including the CHEERS checklist, discussed within this section.


[bookmark: _Toc222409716]Key Definitions and Opportunistic Screening
The definitions of the comparator and intervention were not made clear in the report. However, clarification from SCHARR confirmed the following:
The comparator is modelled as ‘current care’: opportunistic screening for anyone with concerns (i.e. LUTS, erectile dysfunction, haematuria) or any men over the age of 50 who request a PSA test from their GP.
The intervention is modelled as the addition of organised screening to the current care pathway, without the cessation of any opportunistic screening currently occurring. 

Definition of comparator
The definition of the comparator is not clearly defined in the report. However, the definition provided by SCHARR is likely not accurately reflected in the model. It is unclear whether the cost of opportunistic PSA testing for those who do not go on to receive a positive diagnosis is included within the model. 
Feedback from clinical experts indicated that there are currently a large amount of opportunistic, asymptomatic screening tests happening, which will incur substantial costs to the NHS at a population level. For instance, Vickers and Brentnall (2026) [26] estimate a total incidence of 1.88 million PSA tests under current opportunistic screening practice. Additionally, a paper by Merriel et al (2025) [27] suggested that in 2018, one in five people with prostate cancer in England were diagnosed through asymptomatic screening tests. It is likely that this figure will fluctuate year-on-year due to various factors, such as media campaigns or other events raising awareness. However, considering the sensitivity and specificity of PSA testing, MRI scans, biopsies, and the available evidence on total population screening, approximately 300,000 opportunistic asymptomatic PSA tests were done in 2018 in order to detect this many cancers. Furthermore, previous literature and clinical experts raised how current opportunistic screening is more concentrated among wealthy individuals who are white [28]. This means current practice is likely to exacerbate health inequalities. 
As discussed in Section 3.2.2, the intervention arm is likely to overestimate the number of opportunistic asymptomatic PSA tests. Therefore, it does not seem plausible to omit the cost of current opportunistic testing from the economic model. 
[bookmark: _Ref220660630]Definition of intervention
The definition of the intervention provided by SCHARR suggests that the introduction of a screening programme is completely additive to any opportunistic screening occurring. This is unrealistic for several reasons. 
Firstly, it does not reflect the process used to introduce other screening programmes such as bowel cancer screening. In this case, when the use of faecal immunochemical testing (FIT) to screen for bowel cancer was introduced, the NSC recommended the permanent discontinuation of bowel scope screening, the current standard of care [29]. Evidence also indicated that FIT testing became more appropriate after introduction of the screening guidelines, with more people tested who were eligible and recommended to be tested [30]. Models exploring the cost-effectiveness of screening for prostate cancer across Europe typically capture the comparator as no screening [31]. They consequently do not account for any opportunistic screening in the intervention arm, only capturing the impact of age- or risk-based screening for the indicated populations. It would, therefore, be feasible to assume that the introduction of prostate cancer screening would be implemented alongside the recommendation to adjust the requirements for opportunistic screening, which will then feed through to clinical practice. This view was supported by the clinicians and expert advisors consulted for this review. 
Furthermore, clinical experts highlighted the over-testing currently occurring in older populations. It was agreed that the introduction of a screening programme would likely reduce opportunistic testing for these populations. Anecdotal evidence was provided from clinicians in the US and Sweden of this being the case. However, there is evidence from Lithuania [32] which has shown that, upon implementation, the opportunistic testing of people not fitting within the criteria for testing reduced year on year by nearly 80%. We acknowledge that the generalisability of this to the UK is uncertain, given differences in health systems and populations. However, we would expect similar results to be achievable with the implementation of suitable changes to policy and standard procedure. There was consensus from experts that we would expect a downwards effect on opportunistic screening in the UK, even if the magnitude of that effect is uncertain [26]. This could be done through the implementation of policy decision for primary care, impacting the ability to order PSA tests for asymptomatic men who do not fit the screening criteria. It is also likely to occur naturally as it is expected that people who test negative through the screening programme are not likely to also attend their GP for additional testing outside of the programme, if asymptomatic. 
These expected impacts would likely contribute towards a reduction in opportunistic screening once organised screening is introduced. It is then important to relate the impact of changes to opportunistic screening on the economic model results. Considering the impact on overdiagnosis, the current report highlights the harms of increased overdiagnosis from screening. However, what is not taken into account is the counteractive effect of screening: that a strict screening programme will also likely reduce screening in other lower-risk populations. If opportunistic screening is reduced, overdiagnosis will be reduced in populations that were not suitable for a PSA test, where there is little benefit of testing. Therefore, it is important to consider the overall impact of screening on overdiagnosis, not just focusing on new over diagnosed cases identified in screening. 
The second consideration is with respect to cost differences. It is likely that the net number of PSA tests (and subsequent diagnostic tests) is overestimated, given that screening is assumed to be completely additive. It is likely some of the people currently receiving opportunistic tests will fall within categories considered for screening. In this case, the costs from introducing a screening programme are overestimated. Furthermore, if the introduction of a screening programme reduces PSA testing for populations that are not suitable for a PSA test, then this will also overestimate the true cost of rolling out the screening programme. One previous paper has suggested PSA testing would reduce by approximately 25%, of which a proportion would be from opportunistic screening [26]. 
Thirdly, the screening scenarios modelled for the intervention incorporate minimal risk stratification (See Appendix A for further explanation and supporting literature). Clinician opinion suggested that it would not make sense for those who attended screening with consistently low PSA levels to continue to attend screening every two years. In these scenarios it is more plausible that they would then be advised to reduce attendance. For example, they may then be recommended to only attend screening every 5 years. This contributes to the overestimation of the number of PSA tests occurring in the intervention arm.

Recommendations for updates
We recommend that the comparator be adjusted to reflect the current levels of PSA testing occurring, if it does not already, and the report be amended to clearly define the comparator. This is so the expected impact between the intervention and comparator can be appropriately modelled. 
We also recommend that the intervention arm be restructured to reflect organised screening for the indicated populations only, with a range of scenarios covering the cessation of current practice for those outside this population. 
This uncertain limitation should then also be explored further in the discussion of the report, so that the uncertainty is fairly reflected in decision making. This discussion should cover the expected impact and bias on the overall results. 
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The report initially defines overdiagnosis as “the proportion of all screen-detected cancers that would not have caused harm during a patient’s lifetime”. However, based on the calculation provided for the overdiagnosis model output (page 17), it is interpreted that overdiagnosis within the model is estimated as all incremental cases identified through screening that would not have been identified in the comparator arm. This modelling choice does not reflect the provided definition and suggests that all prostate cancer cases not diagnosed under current care practice would never have caused harm. There is also no clarification provided as to what constitutes ‘harm’ for the purposes of this definition. For example, for the proportion diagnosed who remain on active surveillance, they may never experience cancer progression which needs to be treated in their lifetime. This could be classed as the cancer not causing harm, but a form of management was still provided instead of discharge. Therefore, the lack of clarity on what constitutes harm in the definition results in ambiguity in the estimations of overdiagnosis. Furthermore, if all incremental cases identified through the screening arm are due to overdiagnosis, this assumes that none of these cases would have caused harm in the comparator arm. This would lead to an over-estimation of the consequences of overdiagnosis due to screening. Clinical feedback suggested a more suitable definition to identify diagnosis would be assuming those diagnosed and classified as Gleason Grade Group 1 (GGG1) are likely to be the over-diagnosed cases. 
There is a further lack of clarity in the report surrounding the application of the provided definition of overdiagnosis to the comparator arm. The modelled definition of all incremental cases identified through screening implies that any cases detected in the comparator arm that would have caused ‘harm’ in a patient’s lifetime are not defined as over diagnosed. This inconsistency in the application of the definition would overestimate the incremental impact of overdiagnosis by failing to acknowledge the level of overdiagnosis already present in current care. This is an implicit assumption being applied based on how overdiagnosis is currently being captured in the evaluation. Clinical and expert advisors have confirmed that this is unrealistic given that current levels of PSA testing results in high levels of overdiagnosis, particularly in older men. It is unrealistic to assume that there is no overdiagnosis within standard of care that could be avoided with the implementation of a formal screening pathway [26].
Additionally, the choice to model the intervention as the addition of organised screening to current opportunistic screening also contributes to the overestimation of the impact. This structural choice ignores any benefit of the potential for an organised screening programme to reduce current overdiagnosis occurring as a result of opportunistic screening. We acknowledge that there is uncertainty regarding the impact on opportunistic screening. However, this uncertainty should have been explored through a scenario analysis. The exclusion of this consideration reflects an inherently biased approach to modelling against screening and should be rectified to provide decision makers with a range of potential outcomes from a pessimistic scenario through to an optimistic scenario. The reality of screening impacts is likely to fall somewhere between these two scenarios. This will better capture the possible value, and risks, of a potential national screening strategy. This scenario analysis can be informed by clinical feedback, particularly from those who are involved in exploring screening opportunities in the UK [33], as well as data from European screening studies [32] to estimate the anticipated impact on opportunistic screening with the introduction of an organised screening programme.
It is unclear how the GGG cases were distributed in the over diagnosed cases within the model. If these were spread across the GGGs in the same distribution as diagnosed cases, the treatment costs and health-related quality of life (HRQoL) decrements will be overestimated because it is likely that any cases classified at GGG2 or higher would require treatment to prevent harm and are, therefore, not over diagnosed. Alternatively, if the incremental cases identified as over diagnosed are mostly classified as GGG1, then the method used to allocate treatment costs is flawed. The weighting of treatment costs is based on the current distribution of treatments which is in turn driven by the distribution of GGGs under current practice. Therefore, it would be necessary to reweight the treatment costs for the screening arm to reflect a higher proportion of GGG1 cases. For example, the source used for the weighted treatment costs [34] assumes 37.8% of people with stage 1 cancer still receive treatment compared with between 50.4% and 76.6% for later stages. An increase in the proportion of lower stage cases identified should, therefore, be reflected by an increased proportion of those on active surveillance instead of receiving treatment, and subsequent reduced cost. Further feedback from clinicians also suggested that with the introduction of a screening programme, they would expect behaviour changes, with a larger proportion of GGG1 cases assigned to active surveillance rather than treatment. This would further decrease treatment costs for the intervention arm and treatment-related adverse events (AEs). Lastly, the alternative assumption proposed above, that all GGG1 cases be defined as over diagnosed, would help prevent the overestimation of the negative consequences of screening. This is by avoiding defining any incremental cases identified at a higher GGG, which are likely to cause harm and would benefit from treatment, as over diagnosed. 
The definition of overdiagnosis includes both true diagnosed and false positive cases. This definition does not align with clinical feedback and current medical literature stating false positives should not be defined as overdiagnosis [35-37]. Consultation with SCHARR confirmed that false positives were modelled to proceed through diagnostic testing (mpMRI and potential biopsy). Any that continued to have a false positive result were then treated as GGG1 and assigned the costs of active surveillance only. Clinical feedback suggests that this is not a suitable assumption. We acknowledge that the sensitivity and specificity data may imply that a small number of people will have a false positive diagnosis. However, in clinical practice, following positive results of a PSA test, magnetic resonance imaging (MRI), and biopsy (for those who require it), a multidisciplinary team meeting would be held which would consider this, alongside other clinical factors, to determine a diagnosis. Expert opinion advises that at this stage, a negative diagnosis would likely be decided and no further treatment costs or surveillance would be applied. This population would likely be correctly identified as false positive following a few additional tests and be discharged. Therefore, applying the full active surveillance costs to this population is overestimating the cost impact. A scenario should be run testing this with the alternative approach mentioned above, to explore the total impact on costs. 
Recommendations for updates
We recommend that the definition of overdiagnosis is amended to exclude false positives in alignment with accepted modelling practice. We also recommend that overdiagnosis is identified in both the comparator and intervention arm or that this is further clarified within the report if it is already reflected in the model. Similarly, we recommend that false positives are identified separately in both model arms, and that only the diagnostic costs are applied, with no GGG, utility decrement, or active surveillance modelled.
As a point of key importance, we recommend that additional scenario analysis is performed to explore the potential changes to current overdiagnosis levels with the addition of organised screening. 
Alongside this, we also recommend that the weighting of the treatment costs for the screening arm be adjusted to reflect the increased proportion of lower grade cases identified and scenario analysis be carried out to explore the impact of an increased proportion of GGG1 cases receiving active surveillance.
If the GGG distribution of the over diagnosed cases reflects the distribution of the known cases, then we would recommend both an optimistic scenario (all incremental cases anticipated to cause harm and require treatment) and a pessimistic scenario (all incremental cases are over diagnosed and do not require any management/treatment) be modelled, to test the impact of this uncertainty surrounding over diagnosed cases.


[bookmark: _Toc222409718]Policy Considerations
Health equity concerns
A key subgroup modelled within this analysis is men of Black ethnicity. Black men are known to have a higher risk of prostate cancer compared with the general population [38] and some evidence suggests that Black men are also more likely to experience more aggressive cancer which spreads at a faster rate, and experience worse care outcomes compared with the general population [39]. It is concluded within the report that the data used to model this population was too uncertain to determine whether this would be a cost-effective application of screening. The recommendations from the report suggest that “this group would benefit from having better data on how cancer develops, progresses, and what the expected participation rate in screening would be for this population group” with screening not recommended due to this uncertainty. 
However, the report does not include any quantitative analysis surrounding health equity, or a more qualitative discussion surrounding the impact of the recommendations on health equity. The NSC has previously outlined the important principles of health inequalities, and why they are important to be considered, and also aligns with wider government stakeholders [40]. However, the SCHARR report contains no mention of equity, despite this being a core principle of the NHS 10-year plan [41]. Therefore, we expect authors to discuss the implications for health equity and health inequalities, given that these are core values for the NHS. The current report does not make any acknowledgement of wider policy, including the Core20PLUS5 framework [42]. This framework outlines the need to actively target inequalities for minority ethnic groups, with one of the 5 key clinical focus areas being the earlier diagnosis of cancer. If considering wider implications for health inequalities, there is evidence that Black men are less likely to get tested for the BRCA gene, so are likely to be disproportionately affected by current recommendations [43]. Furthermore, there are strategies within the current model, where screening Black men is considered more likely to be cost-effective than not, based on the results presented in Figure 99 of the SCHARR report. It is, therefore, surprising that the balance between uncertainty and health inequalities is not discussed, given the competing factors of ‘value’ to the NHS. 
Additionally, the report also does not acknowledge the impact on regional inequities surrounding access to care and current screening. The SCHARR report does not discuss the anticipated effect with respect to income related inequities and their impact on health literacy. Previous studies have shown that areas of higher socioeconomic deprivation in the North of England have lower incidence rates of prostate cancer but higher rates of metastatic cancers [8]. This reflects the lower rates of testing in more deprived areas of the UK resulting in later diagnosis and consequent poorer outcomes. Organised screening could impact this, by increasing testing in areas that are more deprived. However, the true impact on health equity would have to consider by how much testing also increases in less deprived areas. 
Variation in health literacy has also been found to disproportionately impact those from lower socioeconomic backgrounds. Previous studies have found people from lower socioeconomic backgrounds are less likely to identify problematic symptoms or know that they are able to request a PSA test from their GP [27]. 
Finally, deprivation has also been linked to knowledge of BRCA status, with those in more deprived areas found to have lower uptake of BRCA gene testing [44]. The recommendation to continue opportunistic testing and only recommend screening for those with knowledge of BRCA gene mutation may further enhance inequities in more deprived backgrounds. 
We acknowledge that limitations on the scope and timeframe of this project would not have allowed for a full quantitative equity analysis. However, this report is intended to inform national decision making and would benefit from a discussion of the impact on health equity from potential recommendations. 
Cost-effectiveness threshold
A £20,000 per quality-adjusted life year (QALY) cost-effectiveness threshold was used based on the National Institute for Health and Care Excellence’s (NICE’s) cost-effectiveness threshold [45]. The justification provided for this was alignment with previous NICE evaluations of screening where the lower bound is used to reflect high uncertainty often found in screening programmes. Screening for the general population is shown to be highly uncertain in the results of the probabilistic sensitivity analysis. However, we can see from the cost-effectiveness planes that for some specific screening scenarios, such as screening men of Black ethnicity starting at age 45 once every 4 years (Figure 94), there is a much tighter cluster of points. This indicates much higher certainty in the results of these scenarios which would provide justification for the use of a higher cost-effectiveness threshold. 
Although it is up to the NSC what threshold they choose to use for the economic analysis, we believe that more justification needs to be provided for the use of a lower threshold, other than “screening is uncertain” as stated in the SCHARR report, and a clear rationale should be provided for the selected threshold. We also acknowledge there are trade-offs to using different thresholds, given that opportunity cost estimates (health that will be otherwise forgone) are lower than the NICE threshold [46]. However, it is important to note that if the NSC has previously aligned with the NICE threshold for decision making, it would appear to be inconsistent if they did also not adopt the new NICE threshold. This is particularly the case given the screening committee have expressed an interest in continuing to update the model with more relevant evidence. 

Recommendations for updates
We recommend that an additional discussion of the impact of the model results and uncertainty on wider health equity concerns be included in the updated report. This should contextualise the recommendations made based on the model uncertainty and discuss the impact on the NHS focus to reduce health inequities. It is important that factors of value are appropriately discussed, to allow for a transparent, clear and deliberative decision-making process.
We also recommend that the base case cost-effectiveness threshold either be updated from £20,000 to align with the new cost-effectiveness threshold of £25,000 to £35,000, or that the approach is revised to consider aligning with an opportunity cost informed threshold. This would increase the credibility of any recommended decisions made based on the threshold.


[bookmark: _Toc222409719]Parameter Suitability
[bookmark: _Hlk220418455]Baseline utilities 
The utility reflective of a 70-year-old man was used as a reference value for the general population without cancer, to which multipliers were applied to determine the utility of each stage of cancer. The report does not include a justification as to why this utility was utilised as a baseline value. This assumption is likely an inaccurate reflection of the true utility value for both older and younger ages. The use of this utility value would lead to under valuing utilities for those under 70 years old and over valuing those above 70 years old. 
Recommendations for updates
We recommend that the age specific utilities are selected from UK population norms utility data [1]. Further, it is recommended that SCHARR provide justification for their rationale behind parameter choices.


Costs and Resource Use
We have reviewed the costs and resource use inputs within the model as part of this critique. This section of the critique is split into sub-sections where additional considerations are required, to improve the robustness and reliability of the model. Based on our review, there are concerns surrounding the treatment costs, diagnostic costs and palliative care costs. 
Treatment costs
The key concern with respect to treatment costs is the reliance on extrapolating clinical trial data and applying costs, which does not reflect modern practice. We acknowledge that the nature of research is constantly evolving, and up to date data may not have been available when the SCHARR model was being developed. However, SCHARR has utilised data and structural validation from clinical trials including the CAP [47], ERSPC [48] and ProtecT [49] trials, which may not be representative of current clinical practice. Specifically, SCHARR has used long-term treatment costs that are based on the ProtecT trial and are no longer representative of the costs associated with current practice, given this data was collected up to 2009. 
[bookmark: _Hlk220667406]Another key concern around treatment costs is the treatment intensification proportions, and wider costs associated with stage four metastatic prostate cancer. SCHARR has applied a proportion of 1.8% of people receiving treatment intensification to stage 3 prostate cancer, and 28% for stage 4 [34]. However, these proportions are not reflective of the number of people receiving systemic anti-cancer therapies (SACTs) in current practice. Recent National Prostate Cancer Audit data [6] has established that approximately 47% of people with metastatic prostate cancer were receiving SACTs in 2022. Furthermore, a study conducted by Dodkins et al. 2025 [5], identified that out of 45.1% of people with metastatic hormone sensitive prostate cancer, approximately 70% received treatment intensification with either enzalutamide or apalutamide, with approximately 30% receiving other SACTs including docetaxel or abiraterone within 12 months post-diagnosis. We appreciate that SCHARR has adjusted the SACT treatment costs to reflect current practice. However, the extent of recent advancements and accurate proportions of those receiving high-cost medications are still not adequately reflected in the model. This results in the underestimation of value from detecting earlier stage cancers and preventing their progression to higher cost stage 4 treatments. 
Discussions with SCHARR indicated they will try to capture this in future updates, with the NSC indicating that they are open to future iterations of the model. They suggested adjusting down those diagnosed at stage 4, to account for the fact some people will progress to stage 4, and that will make up the whole number of people on SACTs. However, this will weight down the true number of people receiving SACT. 47% of people diagnosed at stage 4 should be allocated to receive SACT based on the available evidence, and this number scaled down for earlier stages, to account for progression. Those diagnosed at stage 4 should not be scaled. 
A further concern is that SCHARR has applied SACT costs for a maximum of three years. Realistically, a substantial proportion of people with metastatic prostate cancer will live much longer than three years. Clinicians suggested that life expectancy for metastatic disease has increased from three years to approximately seven years on average. Additionally, published NHS England data identified that people diagnosed with stage four prostate cancer have an overall survival of 60.4% after five years [9]. This increase in life expectancy could potentially double the costs of SACTs for late-stage cancers, which SCHARR has not accounted for in the model; therefore, underestimating the treatment costs. All clinical experts that attended the workshops advised that where possible SACTs would be continued for the duration of a person’s lifetime, unless the treatment stopped responding. 
Finally, the model does not capture people progressing onto SACT costs from earlier stages. For example, a person diagnosed at stage 4 who dies from other causes after 15 years of follow-up is assigned SACT costs for the period stated. In contrast, a person diagnosed at stage 2 who subsequently progresses to stage 4 is not assigned SACT costs at all, even though it is clear that they experienced advanced disease before death. This is because progression is not explicitly captured. This has two effects in the model. Firstly, because less people are diagnosed at stage 4 in the screening arm, SACTs will be underestimated for those, who are now diagnosed at stage 2 or 3. However, those who are diagnosed earlier due to screening that were not going to be diagnosed at stage 4 in current practice, the value of screening is underestimated, as screening is likely to see less people ever progress to stage 4. Without adjusting the modelling to account for progression, it is not possible to say which bias will have the bigger impact. 
Recommendations for updates
We recommend two options to consider for long-term treatment costs. The first is that they should be acknowledged as out of date, and further clarity should be provided on the limitations of using this source, and the potential impact this has on the results (including the direction of the impact). The second option is to review more recent reports of ongoing trials to inform treatment costs. This could include potentially considering alternative trials and observing the resource use, for example, the recently launched TRANSFORM trial [3]. The risk of this is overestimating costs, due to differences in healthcare systems across countries. However, it is worth exploring more recent trials further. At a minimum, a more reflective discussion within the wider report would be helpful to convey transparency about the potential impact of outdated sources such as the ProtecT trial.
We recommend reviewing and adjusting the model parameters and structure to accurately reflect more updated data that is now available such as the National Prostate Cancer Audit 2025 [6] and Dodkins et al. 2025 [8]. This would result in more accurate assessment of late-stage cancer costs. Alongside this, updated survival estimates should be provided for stage 4 [9]. This will further increase treatment costs due to SACTs but may also result in a reduced positive impact on mortality due to screening, if people with advanced stages of cancer are living for longer.
We also recommend that SCHARR applies the SACT costs continuously to those alive with metastatic disease beyond year three.



Additional resource use
From the report and additional queries with SCHARR, it is confirmed that the cost of resource use associated with prostate cancer (other than that included in treatment costs) has not been accounted for in the model, potentially introducing bias into the results. We identified previous NICE assessments and published research highlighting that it is likely that people will use more healthcare resource use outside of treatment, and this will likely increase with more advanced stages of the disease [50-55]. This exclusion likely biases the results and disregards the downstream burden imposed on the healthcare system. 

Recommendations for updates
[bookmark: _Hlk220498424]We recommend that SCHARR incorporates wider healthcare resource use, beyond just treatment, to reflect real-life healthcare consumption of people with prostate cancer at different stages of disease. Further, SCHARR should account for wider resource use to capture the burden on primary care.


Diagnostic costs 
The key concern with respect to diagnostic costs is the choice of diagnostic strategy applied in the model. Whilst SCHARR used the NICE guidelines [56] to inform the inclusion of multi-parametric MRI (mpMRI) in the model, a consensus amongst clinicians identified that these guidelines are now outdated as they are not fully reflective of current practice. Additionally, clinician feedback established that bi-parametric MRI (bpMRI) is being routinely used in a substantial number of areas across the country and is typically the preferred imaging technique for asymptomatic people. It also highlighted the substantial difference in costs associated with each of the screening techniques, leading to cost savings when using bpMRI. Further clinician consensus suggested that for any Trusts still using mpMRI, the disruption to practice caused by switching to bpMRI would be minimal and likely to improve capacity.
A second concern identified when cross-checking parameters was the source of the local anaesthetic transperineal (LATP) biopsy cost. SCHARR reported the cost for a transperineal biopsy of £1,138. Initially, this value could not be sourced; however, following additional clarification from SCHARR, it was identified that this cost was correct but not accurately described in the report and instead reflects the overall Healthcare Resource Groups (HRG) cost rather than the outpatient specific cost. 
Whilst the cost SCHARR has used is likely reflective of current practice with no organised screening, it is important to acknowledge the recent and ongoing shift in policy and general advice suggesting that LATPs can and should be conducted in an outpatient setting where possible, which may change during screening [57-59]. Therefore, we would recommend running a scenario with LATP costs from outpatient services, to see the impact it has on the results. 
Recommendations for updates
We recommend that SCHARR runs a model scenario with bpMRI to capture the potential impact this could have on the model, in addition to reflecting current practice. Other parameters would have to be adjusted for this model scenario; recommendations for these additional parameters can be found in Appendix A. 
We recommend that SCHARR update the report with the correct description for the cost used for LATP. It should be stated that this cost reflects that of an overall LATP rather than an outpatient specific cost as is currently reported. 
We also recommend that SCHARR runs a model scenario with a cost reflecting an outpatient LATP (£479.04) using the NHS reference cost of a transperineal biopsy (code LB77Z, urology service). It would be interesting to see the potential impact this change in cost would have to align with the shift in policy and general advice. 


Diagnostic resource use
A further observation of the SCHARR report is that diagnostic resource use has not been adequately accounted for, potentially omitting the pre-diagnosis resources; for example, people that remain in a ‘watchful waiting’ period. Additional clarification was sought from SCHARR, and it was confirmed that the number of biopsies was included as a parameter in the model to account for additional resource use. However, including this does not capture the wider diagnostic healthcare use throughout the diagnostic pathway for prostate cancer.
Recommendations for updates
We recommend that SCHARR considers the addition of further resource use associated with the diagnosis of prostate cancer to adequately reflect clinical practice. We also recommend that the inclusion of any resource use within existing parameters is made clearer in the report. 


Palliative care costs 
A concern pertaining to the palliative care costs is the potential double-counting of costs around end-of-life treatments for those with prostate cancer. We were unable to ascertain which treatment costs are applied alongside palliative care costs within the timepoint of 12 months before death due to a lack of reporting clarity. However, in the instance that the palliative care costs are applied alongside treatment costs, the costs associated with active treatment may be accounted for two-fold since the palliative care costs include the cost of some cancer treatments such as opioids for pain-relief. This would subsequently result in the overestimation of costs associated with end-of-life care.
Recommendations for updates
[bookmark: _Hlk220498454]We recommend that SCHARR addresses these concerns by enhancing the transparency in costing methods and reporting quality. Clinical experts have confirmed that the overall difference in costs between a prostate cancer death and non-prostate cancer death are reasonable, so the concern is mainly surrounding double counting. 

Diagnostic specificity 
Following discussions with clinicians, there is a concern with the diagnostic MRI specificity and whether the value used is representative of a screened population, when bpMRI is primarily used, not mpMRI. Please see section 3.6.4 for further details.
Recommendations for updates
We recommend that SCHARR updates the specificity of the MRI as the current value is not representative of a screened population and will therefore not accurately represent the patient flows through the system. We recommend using the specificity of 0.72, which is reported in Bass et al. (2021) [2]. Further, the same value representing a screened population from the STLK3-MRI screening trial (0.72) has been independently quoted by clinical experts. 


[bookmark: _Ref220573689][bookmark: _Toc222409720]Model Structure
The review highlighted some key areas of critique within the chosen model structure for the analysis. 
Risk factors
The model included age, ethnicity, family history of breast, ovarian or prostate cancer, and BRCA gene mutation as risk factors for prostate cancer. While the possession of these risk factors is not treated as independent, the individual risk of prostate cancer for a person with multiple risk factors is treated as independent and non-cumulative. The model only applies the highest hazard ratio present when a person possesses multiple risk factors. This is likely to underestimate the risk of prostate cancer for those men who have multiple risk factors. Therefore, this is likely to undervalue the early detection of prostate cancer in certain risk groups. This also leads to overestimation of the harms of over diagnosing low-risk cancers.
It was stated in the report that the risk factors were initially modelled as cumulative. However, the report states that this led to unrealistic results. While it does not state in the report what is meant by ‘unrealistic’, clarification was provided by SCHARR that this resulted in little to no men within the lower GGGs throughout the model. It is accepted that this result is unrealistic. However, the concern remains, based on feedback from clinical experts, that having multiple risk factors would increase the risk of prostate cancer beyond the highest hazard ratio present. Clinical experts, including geneticists, agreed that the risks are not likely to be completely independent. However, they also stated that they are not perfectly cumulative. Generally, they agreed that having multiple risk factors is greater risk than just having one risk factor.
Published literature, such as Nyberg et al. (2021), highlight that the relative risk of prostate cancer varied by age, ethnicity, and BRCA mutation when multiple risks are present [60]. To explore the impact of the assumption in the model, a scenario could be run where a multiplier is applied to the hazard ratios when multiple risks are present. We recommend eliciting values with geneticists to explore reasonable ranges to consider for this parameter. 
We acknowledge that, due to data limitations, assumptions have been applied in the model where these have been conservative estimates. However, lack of appropriate scenario analyses around these assumptions results in producing outcomes that are likely biased against screening. Appropriate testing of the assumption is required, guided by clinical opinion when current assumptions do not reflect the population and real-world practice appropriately, to show the impact of these assumptions on the model results. This allows more transparent and informed decision-making.   
Recommendations for updates
We recommend that SCHARR considers conducting scenario analyses to explore the cumulative impact of a person having a multifactorial risk profile and to explore if BRCA1 and BRCA2 variant genes should be treated as independent populations. 


Familial history subgroup
An additional concern on model subgroups, is that SCHARR has treated familial history as one subgroup and has defined familial history as broad as possible. The definition used is a person having one or more first-degree relatives previously diagnosed with prostate, ovarian or breast cancer. Clinical feedback suggests that this should be defined as a family member presenting with cancer prostate, ovarian or breast cancer before the age of 60. This is because those diagnosed at later ages may not necessarily increase the risk of a family relative also getting prostate, ovarian or breast cancer. 
However, previously published evidence has also suggested that risks differ depending on the type of family history. A nationwide study conducted by Bratt et al, 2016 established that those with no family history of prostate cancer were associated with a 13% risk [61]. However, those with family history had an increased absolute risk of 26% for an affected father, 35% for two affected brothers, and for those two combined the risk rose to 48% [61]. Additionally, the study identified that family history cannot be used to determine cancer aggressiveness and that having relatives diagnosed at an earlier age is associated with a higher absolute risk of developing prostate cancer at an earlier age. According to the report, the current definition of family history represents approximately 1/3 of all men. It may not be cost-effective to provide a screening to this whole subpopulation, but it may be cost-effective to provide screening to a narrower subpopulation, based on higher risk. 
Recommendations for updates
[bookmark: _Hlk222164173]We recommend that SCHARR further defines the familial history subgroup. Clinician feedback suggests a definition of people presenting before the age of 60 years old.  
We recommend that SCHARR further refines the familial history subgroup based on risk, exploring in scenario analysis, to determine the impact of more specific definitions of family history on the cost-effectiveness results.


Mapping to cancer stages and progression
The methods used to map GGG 1 to 5 to cancer stages in the model are ambiguous. The report states that the incidence rates of GGG by stage were taken from the Get Data Out dataset from the National Cancer Registration and Analysis Service 2020. Due to a different staging system being used (localised, locally advanced, and metastatic) compared with the model, they were loosely converted to stages 1 to 4. The report then goes on to state that weighted averages were applied to avoid conflict with NHS Digital data. However, there is a lack of detail regarding how these were calculated. This assumption has a substantial impact on the results of the model, due to the current approach of treatment distribution across the GGGs. A flawed mapping approach could lead to an increase in the number of men within higher GGGs, resulting in inflated treatment costs and health-related quality-of-life (HRQoL) decrements. It was also noted by clinicians that the treatment allocation within the GGGs is not reflective of current practice, which is especially evident for GGG 1. It is believed that almost all patients within this GGG should be receiving active surveillance. In turn, this would result in lower treatment costs. 
The approach adopted in the model to mapping GGG to cancer stage appears to suggest the notion that priority was placed on fitting the decision problem into the model, rather than fitting the model to the decision problem. Previous economic models (e.g. NG131) do not use the staging system of 1 to 4 that is used in this current model. It is possible that altering the structure of the model to incorporate alternative cancer staging could have led to improvements in clarity of the modelling methods.
In addition, it is unclear how this differs between the intervention and comparator particularly for over diagnosed cases. As stated in Section 3.3, the distribution of over diagnosed cases across the GGGs is not explored. The mapping of an over diagnosed case should result in a lower cancer stage, due to the assumption that the cancer diagnosed would not cause harm over the person’s lifetime. This evident lack of clarity impacts the assumption regarding the progression of GGG, as it is unknown how the link between GGG and cancer stage was made. Additional clarification is required regarding how GGG was mapped to the cancer stages. The difference in mapping between the comparator and intervention arm should be clearly outlined, with particular emphasis on the assignment of GGG scores to those classed as over diagnosed.  
Furthermore, the progression time of undiagnosed cancer was sampled from a Weibull distribution, with the assumption of perfect correlation. In turn, meaning that those who progress rapidly through stages 1 and 2, would do the same for remaining cancer stages, and vice versa if initial progression was slow. Clinical opinion was mixed on this. Some experts considered this a fair assumption, and that progression was relatively linear. However, other experts suggested that progression may become faster, particularly as people move into more advanced stages. Further scenario analysis surrounding this is likely to be useful. 
Recommendations for updates
We recommend that SCHARR provides clarification regarding how GGG was mapped to the cancer stages. We also recommend that SCHARR provides clarification on the difference in mapping between the comparator and intervention arm, with particular emphasis on the distribution of GGG scores for those classed as over diagnosed.  

Application of discounting 
There is a lack of clarity within the report regarding the application of discounting in the model. The report states that discounting is applied from (a) “the cycle of the youngest age across all interventions”, and (b) “the cycle in which each intervention began”. It is unclear whether this means that discounting is applied at two different points in the model at the same time or if a combination of methods has been used. The report also states that discounting was applied “from the first cycle of the intervention for both the intervention and comparator arms”, which adds further uncertainty. At present we understand this to mean that discounting occurs at two separate time points in the intervention and comparator arms, which is incorrect. If modelled appropriately, people may be undergoing their first diagnostic tests at different time points in the intervention and comparator arms, for each simulated patient. This reflects the variation in practice that will be introduced from a formal screening strategy. Therefore, it is recommended that further clarity is provided, if the above is misinterpreted. Alternatively, if the above is true, discounting must be applied from the same cycle equally in the comparator and intervention arms. 
Recommendations for updates
We recommend that SCHARR provides clarification on the application of discounting in the model.

Diagnostic pathway  
The diagnostic pathway used in the model includes the use of mpMRI prior to biopsy. This was chosen based on the current NICE guidelines for prostate cancer diagnosis [51]. However, it was stated by numerous clinicians that there is an ongoing transition to the use of bpMRI within the healthcare system. Evidence suggests that bpMRI is as equally effective as mpMRI [62], as well as increasing efficiency [63]. 
This accelerated imaging time will reduce the diagnostic costs associated with prostate cancer screening but has also been shown to potentially have a higher specificity [2, 64]. Additionally, multiple clinicians noted that bpMRI would be easy to implement into the diagnostic pathway for prostate cancer. As a result, it is recommended that a scenario is run where a proportion of patients receive bpMRI prior to biopsy as well as a scenario where all patients receive a bpMRI. This will enable a better understanding of what the impact on the model results will be from switching the cohort to have a bpMRI.
Discussion with clinicians has outlined that the introduction with bpMRI is likely to substantially improve specificity. Previous evidence suggests that the use of strict PI-RADS 4/5 cutoffs with bpMRI enables much higher specificity, thereby preventing the diagnosis of indolent cancers. The specificity value of 0.45 used in the model currently is extrapolated from routine urological outpatient settings (PI-RADS 3-5), where diagnostic priorities differ from those in population screening. Therefore, this underlying specificity does not represent a screened population. As a result, the patient flow through screening is likely to be substantially different, with a much lower number of false negatives than currently estimated. Further, previous studies suggest that bpMRI is likely to have much higher specificity, but with minimal change to sensitivity [65].
Recommendations for updates
We recommend that SCHARR alters the base case so that men receive bpMRI rather than mpMRI.










[bookmark: _Toc222409721]	Scenario Results
As part of this critique, we requested that scenarios were run by SCHARR (see Appendix B). The results of these scenarios have been provided (see Appendix C). There were 4 scenarios run for both the Black ethnicity and familial history subgroups in an additive manner (e.g. scenario 1; scenario 1 and 2; scenario 1,2, and 3; and finally, all 4 scenarios together). 
One final scenario was run to see the impact of all 4 scenarios together on the general population to make a total of 9 scenarios. Following the discussion with SCHARR (see Appendix B for further details) the scenarios applied were as follows:
Scenario 1: The cost of biopsy for the screening arm has been decreased to model a scenario where all biopsies are performed as outpatient procedures.
Scenario 2: The cost, specificity and sensitivity of MRI in the screening arm have been updated to model the use of bpMRI rather than mpMRI.
Scenario 3: The weighting of the SACT costs was altered across both arms to reflect a greater proportion of people receiving them, reflected in an increased weighted cost.
Scenario 4: The SACT costs in both arms have been assumed to continue, remaining constant until death for those who were not discontinued by the end of the third year. 
Before running these scenarios, additional changes were made by SCHARR to the model base case and any interpretation of the scenario results assumes these changes were also applied (see the “Summary of changes” document in Appendix C for an overview of the adaptations to the model base case). 
It is important to note that the scenarios conducted were likely to be crude, given the time limitations associated with running scenarios. Therefore, the aim of the scenarios was to understand the sensitivity of the results to underlying assumptions and data points in the model. We acknowledge the uncertainty of these results because of the crude changes, and we do not advocate that these scenarios should represent the new base case. The scenarios also only cover a limited number of concerns raised in this report. 
[bookmark: _Toc222409722]	Black Ethnicity
All screening strategies with multiple screenings become more likely to be cost-effective when all recommended scenarios were applied, when compared with the new base case. Screening every 4 years, 3 years, and yearly between 55 and 60 years of age has an incremental cost-effectiveness ratio (ICER) substantially below the £20,000 per QALY threshold (all less than £9,000 per QALY). Additionally, all single age screening scenarios, except from screening at 45, 65, and 68, may be cost-effective at a £20,000 threshold, with screening at age 58 having an estimated ICER of £951 when all scenarios were applied.
[bookmark: _Toc222409723]	Family History
All screening strategies with multiple screenings become more likely to be cost-effective when all recommended scenarios are run, when compared with the new base case. All screening strategies with multiple screenings become more likely to be cost-effective at a £20,000 per QALY threshold. The greatest ICER reduction evident for annual screening between 55 and 62 years of age, with new ICERs ranging between £11,709 per QALY and £15,126 per QALY.  Also, single age screening populations for ages 50, 55, 58, 60 and 62 were estimated to be cost effective at a £20,000 per QALY threshold. 
[bookmark: _Toc222409724]	General Population
The incremental results from the new base case with the additional requested scenarios estimated that a single screening scenario for ages 55 or 60 would be cost effective under the £20,000 per QALY cost-effectiveness threshold with an ICER of £12,800 and £19,800 per QALY respectively. In addition, considering a £25,000 per QALY threshold, in line with the updated NICE cost-effectiveness threshold recommendations, the testing every 5 years between 50 and 60, testing every 3 years between 55 and 61, and single screening at age 58 are all cost-effective. The scenarios were not applied incrementally for the general population. However, the results of the combined scenarios indicate that further exploration would be useful to explore the cost-effectiveness of specific screening methods for all men.
[bookmark: _Toc222409725] 	Scenario Impact
Overall, the scenario analysis results suggest that scenario 4 had the greatest impact on the results when compared to the other scenarios. Scenario 4 resulted in the largest ICER reductions, leading to more screening populations being more likely to be cost effective at a £20,000 threshold. It is important to note that this scenario is likely to overestimate SACTs costs, given it may not adequately reflect discontinuation after year 3. However, given that SACT costs were underestimated in the base model, understanding the potential impact, highlights the importance of accurately predicting these long-term treatment costs. This is because a substantial proportion of people with stage 4 disease will still be on SACT, as discussed in Section 3.5.2.1.
When considering the incremental impact of each scenario we see that for both the familial history and Black ethnicity subgroups, the most impactful incremental effect was between the base case and the introduction of scenario 1. The introduction of a screening programme alongside guidance to perform transperineal biopsies as outpatient procedures may change the picture of for both subgroups for specific screening methods, regardless of any other concerns raised with respect to the model. 
We acknowledge the limitations of the scenarios discussed. For instance, scenarios 1 and 2 were based on clinical advice surrounding adaptations to the current testing process that could be plausibly implemented with the introduction of a screening programme. These do not necessarily reflect current practice, and it is likely that the adherence to this guidance would not be 100%. Additionally, due to structural constraints, the application of scenarios 3 and 4 is uncertain (see Appendix C). It is also important to note the results from the scenarios do not cover the uncertainty from a probabilistic sensitivity analysis. However, we believe the results suggests that further modelling should be conducted to address the concerns raised within this report, given it could change the direction of the economic results.
[bookmark: _Toc222409726]Discussion
Our review identified a range of concerns regarding both the modelling choices and reporting of the SCHARR model. This discussion focuses on the points raised and the recommended updates that are anticipated to have the greatest impact on the model outcomes and subsequent decision making. Additional concerns are detailed in Appendix A. 
A key concern identified throughout the report is that the model does not capture a system where the introduction of organised screening for prostate cancer reduces opportunistic screening or negates the need for it entirely. It is unrealistic that the scale of opportunistic PSA testing would remain constant with the addition of organised testing, which has a knock-on effect on the model results. The current model structure fails to accurately capture the potential variability in changes to the clinical pathway when organised screening is implemented. Therefore, it is difficult to apply the results of the model to the real world. It is necessary to update the intervention and comparator definitions in the model to adequately reflect what would occur in practice to provide valid results. 
Another concern is the direction of bias in the assumptions made. It is reported throughout that assumptions are mostly conservative with respect to screening and, as a result, are likely to be biased against the introduction of organised screening. This includes (but is not limited to) assumptions surrounding opportunistic screening, the definition of overdiagnosis, application of treatment costs and definitions of family history. These assumptions are particularly important for subgroup results for populations with family history and Black men, given the estimated results are close to the cost-effectiveness threshold. Adjustments in these assumptions could lead to the results changing direction, and organised screening within these subpopulations becoming cost-effective. 
The conservative nature of the modelling approach is also reflected in the phrasing of discussion throughout the report, with a primary focus on the harms of overdiagnosis. We believe it is important to make sure that balance is given to the discussion, so that potential biases are appropriately described, including their direction. We acknowledge that assumptions are unavoidable in a modelling process and best practice, and often the more conservative assumption is taken in the base case. However, due to the large number of assumptions necessary in this model, the cumulative effect is likely to be underestimating the potential value of organised screening, and the impacts of relaxing these assumptions are not appropriately explored. As a result, we recommend further exploration of the impact of these assumptions, utilising clinical feedback to inform plausible parameter values in the absence of appropriate evidence. This will help provide a report which better acknowledges the uncertainties, to support NSC in making a more informed decision. 
Furthermore, treatment and diagnostic costs are not reflective of current practice. For instance, recent innovation concerning the use of SACTs for late-stage cancers are anticipated to have a substantial effect on overall treatment costs. SACTs are associated with a high cost and are currently recommended for the remainder of the person’s lifespan, which is not reflected in the current model. SACTs are also expected to increase life expectancy, essentially increasing the costs associated with stage 4 disease, but may also reflect lower than expected improvements in survival from screening. SACT costs are also not applied to earlier stages, which will bias the results in two ways. It will bias in favour of screening, for those diagnosed earlier than stage 4 because of organised screening but would otherwise be diagnosed at stage 4, given a stage 2 diagnosis in the model does not capture any future SACTs being used. However, it will also bias against screening, given some people will be diagnosed at stage 1 instead of 2 or 3 because of organised screening, and the earlier diagnosis means they are less likely to ever need SACTs. 
Another key concern highlighted within our review is in relation to the way in which GGG was mapped to cancer stages. There is a lack of clarity provided for the calculation, how this differed for over-diagnosed cases, and how it differed between the intervention and comparator arms of the model. The current approach is likely to increase treatment costs due to the distribution across GGG between diagnosed and over diagnosed cases. We recommend that further clarity on the method used to map GGG to cancer stage be added to the report. It would also be beneficial to perform scenario analysis to explore the impact of structural uncertainty introduced here, concerning the treatment costs, by reweighting treatment distribution by GGG for cases identified through screening and the subsequent mapping and impact on cancer stages.
The definition and modelling of the family history high-risk subgroup is an area that will benefit from further exploration. Feedback from clinicians consistently emphasised the importance of additional exploration of this risk factor. The application of an equal hazard regardless of the number of relatives with cancer, type of cancer, age of diagnosis for the relative, and cancer stage for diagnosed relative was deemed to be insufficient and over-generalised. As stated in previous sections, previous published evidence has stratified this risk further, and it is likely that the current definition of family history is not fit for purpose. For example, the relative risk of prostate cancer for someone with multiple close family members diagnosed with aggressive prostate cancer at a young age is much higher than for someone with one family member diagnosed with low-grade ovarian or even prostate cancer at an older age. It is therefore important to consider if family history could be narrowed down, to understand if screening is cost-effective in specific populations with familial history, rather than considering family history as one collective group.
Finally, the methods used to identify and estimate the associated impact of over diagnosed cases are not made clear in the report. The provided definition does not appear to align with the application to the model. Additionally, the omission of a results breakdown increases the difficulty with determining whether this has been consistently applied to both arms and the extent of the impact this has on incremental results. The definition of the intervention including organised screening as completely additive to current practice also contributes to the overestimation of the incremental impact of overdiagnosis. Therefore, we recommend that the definition of overdiagnosis be clearly defined and the method of application be adjusted to reflect this. We also recommend scenario analysis to explore the uncertainty surrounding the distribution of GGG and the associated treatment costs, as well as the impact on the incremental effect if the intervention definition is altered to reflect an adjustment to current opportunistic screening with the introduction of an organised screening programme.
The scenario analysis to explore the potential impact of assumptions made as part of the modelling approach also highlighted the sensitivity of the results to these assumptions, particularly in sub populations where the risk of prostate cancer is higher. Therefore, it is important to consider the potential concerns raised in this report, to reflect a more robust analysis of prostate cancer screening in the UK. 
The concerns raised throughout this report are important to be considered by the NSC, as well as how they may impact the cost-effectiveness results. The concerns raised are also likely to have much more impact on the specific at-risk populations. This is because for those with family history and Black men, the cost-effectiveness results were uncertain, close to the cost-effectiveness threshold, and were sensitive to changing assumptions and data. We believe the recommendations throughout this report should be taken forward into future analysis, to provide the most robust evidence to inform evidence-based policy surrounding prostate cancer screening.
[bookmark: _Toc222409727]Limitations
This critique provides a comprehensive overview of the main concerns identified. However, there were also limitations to the critique.
A key limitation of this critique was the lack of access to SCHARR’s executable model, on which the report and recommendations were formed. Not having access to the model hindered the validation process of key structural and parameter choices, which would have been easier to understand with access to the model. The lack of reporting clarity led to calculations, such as the mapping of GGGs to cancer stage, being unclear, and therefore difficult to interpret and validate. It was also difficult to determine the key drivers of the model with uncertainty surrounding the resources, costs, and utilities assigned to each model arm. Therefore, all recommendations in this critique are based solely on the technical report and may not be applicable in instances where the SCHARR report incorrectly reflects the methods used in the model. We assumed that there are no programming errors in the model calculations. We were unable to verify the calculations made so any suggested amendments assume that all methods outlined in the report were correctly applied.
Additionally, this critique did not include an exhaustive literature search. Instead, pragmatic literature searches were conducted, targeting areas where the report stated a paucity of available evidence. Therefore, we acknowledge that more suitable data may be available to inform certain parameters that we did not capture within our targeted searches. However, to mitigate this potential omission of evidence, we consulted an extensive range of clinical experts to assist with the process so that the most recent and appropriate known evidence was considered. 
As discussed in Section 4.4, we also acknowledge the limitations of the crude scenarios conducted to explore the potential impact of certain assumptions on the model. We believe more comprehensive updates should be made to the model, to more accurately reflect the concerns in this report. As a result, we also believe the results presented in scenario analysis should not present the new base case for the economic analysis. 


[bookmark: _Toc222409728]Conclusion
We acknowledge the important work that the NSC conducts on screening recommendations, and the work of SCHAAR in modelling a complex screening intervention. We also recognise the challenges faced by analysts in providing robust analysis to inform evidence-based policy. Initiating screening involves a complex array of factors that must be quantified in the analysis and, as such, assumptions are necessary to estimate the impact. Whilst we do not expect the economic analysis to be able to capture every possible complexity, a transparent description of the analysis, including a thorough discussion of uncertainty and the challenges encountered is required. 
We also believe that there are a range of concerns surrounding the economic analysis that can be updated, beyond a more detailed and thorough write up of the analysis. Some of these changes are simple amendments to make, while others are more complex and will be more time consuming. However, the concerns are all important considerations, particularly for at-risk subgroups, where the cost-effectiveness estimates are relatively close to the threshold. We recommend that the updates listed throughout this document are implemented, to provide a more robust economic analysis to inform the NSC’s decision on prostate cancer screening.
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	Point of consideration
	Page number 
	Interpretation of justification
	YHEC evaluation of consideration
	YHEC recommendation

	The search strategy is not included in the report
	23
	No justification provided
	It is important to consider the breadth of evidence that was considered as part of the review. If certain evidence was missed as part of the searches being more pragmatic, then it is important to reflect how this may impact the results.

It is best practice, even for pragmatic reviews, to provide the search strategy, where possible. Providing a search strategy is common for other large technical reports, including NICE submissions. This allows transparency over the scope of evidence considered.

From the searches provided to us, it is clear that important papers were not picked up in the pragmatic review. These papers are referenced throughout Section 3. 
	Provide an appendix where the search strategy is detailed. It is worth discussing the likelihood of missed evidence in the discussion sections of the report. 

Papers referenced throughout our report are not identified using SCHARRs search strategy. 

	The disutility scores for biopsies are applied for one week, but longest symptoms last for 5 days. 
	72
	Generally applied conservatively to account for the fact that some people may have symptoms or impacts for longer.
	The disutility scores for biopsy (although low) are likely an overestimate. They are also applied to lots of people, so this could have an significant impact. 

SCHARR assumes that a disutility of -0.013 last for one week. However, they also state that (i) "the longest symptoms last for five days", (ii) people who received biopsies "more than recover", implying that their quality of life returns higher than before the biopsy.  This might be a valid finding, in that the biopsy provides reassurance and relief from worry which is not reflected. They also state that many people do not have any symptoms. 
	Adjust the application of disutilities so they only apply for 5 days. If data are available, then SCAHRR should consider the benefit from quality of life improving due to receiving a test. 

	The source cited for the palliative care costs is incorrect.
	79
	SCHARR cites Diernberger et al, (2023)[63] in the text but reference 63 is a Diernberger et al, (2021) paper.
	We believe the correct source is:

Diernberger K, Luta X, Bowden J, Droney J, Lemmon E, Tramonti G, Shinkins B, Gray E, Marti J, Hall PS. Variation in hospital cost trajectories at the end of life by age, multimorbidity and cancer type. Int J Popul Data Sci. 2023 Jan 16;8(1):1768. doi: 10.23889/ijpds.v8i1.1768. PMID: 36721848; PMCID: PMC9871727.
	Amend the reference list to cite the correct paper.

	Screening strategies with multiple screening tests consider scenarios for risk adjustment. However, this is only reinviting those with a PSA result of 2.5ng/mL or 3ng/mL.  There is a range of evidence that suggests people with an initially low PSA test results are less likely to go on to develop prostate cancer (less than 1ng/ML) [66-72]
	N/A
	SCHARR explored a range of screening strategies. However, it is not clear if they considered the impact of low PSA test results on future testing within these scenarios. 
	It is unclear why only those under 3 ng/mL or 2.5ng/mL were selected for scenarios where they are not screened further. Previous evidence still indicates that the risk in these groups of developing prostate cancer is quite high. Therefore, strategies could be considered for those at much lower risk. Clinicians indicated that it would still be useful to test these people every five years, rather than no longer screening them at all.  
	Adjust the scenarios to only consider reducing follow up testing based on those at lowest risk, not just under 2.5ng/mL or 3ng/mL. 

	SCHAAR’s modelling generally focuses on screening strategies between age 50 and 60. However, clinical feedback, and evidence from other countries suggest the most effective screening happens between ages of 55-69 [73, 74]. 
	N/A
	It is not clear why SCHARR focused screening on ages 50-60. 
	It is unclear the rationale for many of the screening strategies considered looking at age 50-60. Given evidence from other countries, screening strategies at ages beyond 60 should also have been explored, to understand the impact on the results. For instance, it could be that screening those close to 50 is likely not efficient, or it could be that screening close to 70 is not efficient. However, it is difficult to comment given this was not fully explored. 
	Consider changing the screening strategies that capture age groups to reflect those used in other countries, based on previous evidence. 

	Concerns were raised by clinicians that active surveillance methods have changed since 2016-2018.  Clinicians raised concerns that the guidelines are out of date, and the costings likely do not reflect current practice. 
	N/A
	SCHARR has based their modelling on the most recent guidelines, and available data they identified.
	We acknowledge the challenge of modelling a disease area where the care pathway is changing relatively quickly. However, it is also important that a wide range of clinical experts is consulted to inform modelling parameters and structure, which does not appear to be the case. For example, in the SCHARR report (page 22), an oncologist was not consulted as part of validating the model. 
	Seek further clinical engagement to discuss current practices in surveillance. This will help shape what can be costed as part of active surveillance costs. It is likely the Wills et al (2024) costs can be adjusted to better reflect current practice, based on clinical advice. 

	The specific device used for LATP was not specified in the report.
	N/A
	N/A
	NICE guidance outlines the four recommended freehand needle positioning devices for LATP including:

· PrecisionPoint
· EZU-PA3U device
· Trinity Perine Grid
· UA1232 puncture attachment

Each of these devices is associated with a different cost. These costs can be sourced from the NICE Resource impact report (HTG680) [52].
	Consider the specific device used in practice to accurately cost the diagnostic pathway. If this is already accounted for in the average cost, then this should be made clear in the text

	The report does not discuss the inequalities associated with knowing BRCA status.
	N/A
	No justification provided
	Knowledge of the BRCA gene mutation requires genetic testing. Genetic services are vulnerable to accessibility barriers that prevent equitable access to services. These difficulties in access disproportionately affect those who are more socially vulnerable due to factors such as socioeconomic status and ethnicity. This is also reflected in a lack of resources and physical access to services [75]. 
This analysis does not model BRCA gene testing as it falls outside of the project scope. However, it should consider the impact of recommending screening for those with known BRCA status on the health equity gap.
	The impact of these inequalities should be discussed within the report 





[bookmark: _Toc222409731]Appendix B: Model Scenario Requests
The document embedded below shows the model scenario requests made and the exchange between YHEC and SCHARR clarifying what would be run.



Following discussion, the final responses for request 3 exchanged further via email were as follows:


YHEC response

We think this comes from trying to overcomplicate the scenario. We are not saying that people from earlier stages won't progress and require SACTs. However, it seems like you are weighing down those diagnosed directly at stage 4 (not a progression), to account for progression (we know you are not modelling this explicitly). This will then underestimate the SACT costs, because this is a one-year snapshot and we cannot entangle where exactly people come from in a snapshot. Specifically, from the data, given the definitions are not the clearest, you cannot necessarily untangle who was a progressed metastatic cancer, and who was a new metastatic cancer. The base assumption would be that it doesn't matter, and that 47% of people who progressed to stage 4 go on to get SACTs, and 47% who were diagnosed immediately at stage 4 get SACT, given there is no distinction between how you got to stage 4.

What we're saying is that 47% should be applied to those who are diagnosed at stage 4, and then those diagnosed at earlier stages the costs can be scaled to account for the fact that some people will progress to stage 4 from earlier stages. The complexity comes in because you are trying to line up progression on a 1-year snapshot of data. Stage 1,2,3 would be working out how many people we expect to progress to stage 4, and 47% of those people who progress will then receive SACT (47% multiplied by the proportion expected to progress to stage 4 in each stage) We know this second step is done implicitly rather than explicitly by weighting treatment costs. 

We are not saying that it should be applied to only people diagnosed at stage 4. However, you developed the model around the datapoint that 28% of people received treatment in stage 4. We are saying this should be replaced with 47%, with 47% of people diagnosed at stage 4 receiving SACT, and if done before, working out roughly how many people would progress to stage 4 from earlier stages, and taking that 47% of those would receive SACT too. It was not clear in the original report that you adjusted earlier stages for SACT (based on the fact some people will progress), but it was clear you had used the datapoint of 28%. The assumption was that the 28% was pivotal to weighting costs before, so we are suggesting replacing it with 47% and spreading this appropriately to capture metastatic disease

Reply from SCHARR

Following several discussions with the UK NSC, I would be grateful if you could confirm whether you agree with this approach for Scenarios 3 and 4, as a summary of all email exchanges, or suggest an alternative approach which is feasible to implement easily within the model structure? SENSS does not have capacity to look for data and recalculate proportion of patients annually progressing across the stages to calculate average weighted costs now, so if this is YHEC suggestion, could you please provide these calculations and references. 

SENSS suggestion:
Stage 4 at diagnosis: Allocate SACT treatment costs to 46.88% of men.
Stage 1–3 at diagnosis: Allocate one year of stage 4–related costs to those patients who were diagnosed at stages 1–3 and progressed to stage 4 in the year of their death, under the assumption that progression to stage 4 occurred prior to mortality.

YHEC response

We're aware it is a difficult scenario to run quickly and will take longer to investigate more thoroughly. In that case we're happy to run the scenario suggested.


[bookmark: _Toc222409732]Appendix C: Scenario Results


[bookmark: _Toc222409733]This zip file contains the information relating to the scenario analysis and updated base case.
Appendix D: Clinical and Expert Advisors
The below table details the 15 clinicians and expert advisors consulted for this critique.
	Name
	Occupation
	
	

	Dr Simon Bott
	Consultant Urologist, Frimley Park Hospital
	
	

	Professor Ola Bratt
	Professor of Clinical Cancer Epidemiology, University of Gothenburg and Chairman of the National Working Group for Organised Prostate Cancer Testing
	
	

	Dr Kyle Bryan
	Global Head, Oncology Center of Excellence & Chief Medical Officer, IQVIA Biotech
	
	

	Professor Sigrid Carlsson
	Division Head of the Clinical Epidemiology of Early Cancer Detection at DKFZ German Cancer Research Center
	
	

	Mark Chapman
	Former director of HealthTech, NICE
	
	

	Professor Philip Cornford
	Consultant Urologist Bon Secours Cork and Honorary Professor. Chair of EAU Prostate Cancer Guidelines
	
	

	Professor Simon Crabb
	Professor of Experimental Cancer Therapeutics, Southampton School of Cancer Sciences and Honorary Consultant in Medical Oncology, University Hospital Southampton
	
	

	Professor Harry de Koning
	Deputy Head and Professor of Public Health & Screening Evaluation, Department of Public Health, Erasmus MC University Medical Centre
	
	

	Professor Ruth Etzioni
	Program in Biostatistics, Division of Public Health Sciences, Fred Hutchinson Cancer Research Center
	
	

	Professor Nick James
	Professor of Prostate and Bladder Research, Institute of Cancer Research and Royal Marsden Hospital
	
	

	Professor Stephen Langley
	Professor and Clinical Director of Urology at the Royal Surrey County Hospital
	
	

	Professor Anwar Padhani
	Oncological Radiologist, Mount Vernon Cancer Centre and Professor of Cancer Imaging at the Institute of Cancer Research
	
	

	Professor Prasanna Sooriakumaran
	Consultant Urological Surgeon, University College London Hospitals
	
	

	Dr Andrew Vickers
	Attending Research Methodologist, Memorial Sloan Kettering Cancer Center
	
	

	Pieter Vynckier
	Department of Public Health and Primary Care, Ghent University
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Scenario 1.	Comment:

“The first scenario is updating the biopsy costs applied in the model. SCHARR selected a Transperineal Biopsy Cost of £1,138. We would like to run a biopsy cost of £479.04 as we believe this has been incorrectly extracted from NHS reference costs (this cost is based on NHS reference costs 2022/2023, biopsy costs for prostate in urology – LB77Z).”

Reply:  The Prostate cancer report uses the correct costs for Transperineal Biopsy, however there is an error in the description. The costs for Transperineal Biopsy include average costs and not “outpatient” costs as the report states. We will correct this in the report. Please, confirm whether you still want to have this scenario in as well as the order of scenarios.

YHEC response:  Thank you for clarifying the reporting of this cost. It is now clear where the value in the report has come from, and that it matches the total HRG code. We would still like to run this scenario, given clinical advice has indicated that LATP should generally be conducted as an outpatient procedure, rather than in clinic settings (which reflects the substantial reduction in costs). We accept that the current practice with opportunistic screening, is many people are going to full operating rooms (reflecting the high day case). However, a change in the guidance and policy is likely to see shifts towards more predominantly (cheaper) outpatient appointments, so it would still be useful to see how much this impacts results. We acknowledge the reporting around this scenario is no longer about a factual error, but a potential reflection of policy change, and is not necessarily an update to the base case.

Reply: We agree to run this scenario acknowledging that it doesn’t correspond to the current practice in the NHS UK. 

Scenario 2.	Comment:

“The second scenario is updating the diagnostic pathway to apply BPMRI, instead of MPMRI, based on previous clinical feedback. The cost of this, based on diagnostic imaging services in NHS reference costs, is £175.98. This is based on the code RD01A (Magnetic Resonance Imaging Scan of One Area, without Contrast, 19 years and over, including “Diagnostic Imaging Service” and “Unknown “service description). This scenario also involves updating the sensitivity and specificity based on Bass et al . The reported values are: sensitivity of 0.84 (0.80-0.88) and a specificity of 0.75 (0.68-0.81).”

Reply:  

This scenario assumes replacement of mpMRI with bpMRI in both the screening and diagnostic pathways. However, in the non-organised screening pathway, test sensitivity values cannot be directly replaced, as this component of the model is parameterised using an annual probability of diagnosis outside the organised screening pathway rather than explicit test accuracy inputs.

Regarding test sensitivity, YHEC suggests using pooled estimates from a meta-analysis in which sensitivity ranged from 0.559 to 1.000 and specificity from 0.12 to 0.98 across individual studies. The pooled sensitivity across all included studies (n = 44) was estimated at 0.84 (95% CI: 0.80–0.88; I² = 95.2%), with pooled specificity of 0.75 (95% CI: 0.68–0.82; I² = 97.7%). It is generally accepted that pooled estimates should be interpreted with caution when heterogeneity is very high; in such cases, the sources of heterogeneity should be explored rather than relying on pooled values. In addition, test accuracy is typically higher in symptomatic populations than in screening populations. For these reasons, the SENSS modelling team considers the use of pooled test accuracy estimates from this meta-analysis to be inappropriate for the current model.

The cited review also concludes that the diagnostic accuracy of bpMRI is broadly comparable to that of mpMRI. We will raise this particular issue with clinical experts who are advising us after sending this email, currently we are minded to not replace the current mpMRI test accuracy inputs with bpMRI accuracy estimates derived from this review. 

With respect to diagnostic costs, mpMRI costs can be updated to reflect the use of bpMRI. In the base case, mpMRI costs were updated using the same data source—the NHS National Schedule of Costs 2022/2023, which reports average NHS costs. Under this approach, the updated mpMRI cost is £256.82.

Assuming replacement of mpMRI with bpMRI, total diagnostic costs in the standard care pathway decrease from £1,520 to £1,456. In the organised screening arm, bpMRI costs are estimated at £212.27, compared with the current £316.01 for mpMRI.

YHEC response:  There are a few important points to unpick here surrounding this scenario. Firstly, on the costs, it would be helpful to include what codes/weighted averages you are using to recalculate mpMRI and bpMRI, as just reporting these were the average costs from NHS given the array of codes for MRI, is not traceable/reproducible. Therefore, unless this can be verified, we would prefer to use the costs and codes that we suggested in the original response for this scenario. It is also not possible to unpick the difference between £256.82, and £316.01 from the last two paragraphs and why they differ between arms. 

The second point on sensitivity and specificity is definitely more complex. We agree the review cited for the inputs suggests they are broadly comparable (however, this is not specific to just a screening population).  We have also received a range of clinical feedback there is no reason the sensitivity is likely to differ, so it is not necessarily a concern if that is not updated and is not substantially different to what is already used in the model. We agree that there is high heterogeneity in the meta-analysis, which is reflected in the heterogeneity in the patient populations in the study (such as screening/non-screening and clinical cut offs etc). However, what is important, is that the updated specificity is reflected. 

The modern use of strict PI-RADS-4/5 cutoffs with BPMRI enables much higher specificity, thereby preventing the diagnosis of indolent cancers, and has been mentioned repeatedly from the clinical experts we spoke to. The specificity value of 0.45 used in the model currently is extrapolated from routine urological outpatient settings (PI-RADS 3-5), where diagnostic priorities differ from those in population screening i.e. miss no cancers, do no harm, and a higher proportion of symptomatic cases.  Therefore, this underlying specificity does not represent a screened population, and although the meta-analysis comes with limitations, is likely at least closer to a screened population (with many asymptomatic cases). 

For instance, studies exploring the use of PI-RADS and additional measures to inform targeted biopsy strategies report much higher accuracies with respect to specificity and NPV for PI-RAD 4 and 5 [footnoteRef:1][footnoteRef:2][footnoteRef:3][footnoteRef:4]. This will change the patient flow through the system and is important to be reflected.  Therefore, the most important parameter to refine is the specificity of the MRI, not just the cost.  [1:  Oerther B, Engel H, Bamberg F, Sigle A, Gratzke C, Benndorf M. Cancer detection rates of the PI-RADSv2.1 assessment categories: systematic review and meta-analysis on lesion level and patient level. Prostate Cancer Prostatic Dis. 2022 Feb;25(2):256-263. doi: 10.1038/s41391-021-00417-1. Epub 2021 Jul 6. PMID: 34230616; PMCID: PMC9184264.]  [2:  Kasivisvanathan V, Rannikko AS, Borghi M, Panebianco V, Mynderse LA, Vaarala MH, et al. MRI-Targeted or Standard Biopsy for Prostate-Cancer Diagnosis. New England Journal of Medicine. 2018.378(19):1767–77. doi: doi:10.1056/NEJMoa1801993]  [3:  Hooshyari A, Scholtz D, Maoate K, Robertson S, Vermeulen LP, De Andrade LGM, Kawano PR, Gilling P, Fraundorfer M, Vasconcelos Ordones F. Does Size Matter? A Retrospective Study Analysing the Size of PI-RADS 4 Lesions and Its Associated Prostate Cancer Positivity with Transperineal Prostate Biopsy. Res Rep Urol. 2025;17:49-57
https://doi.org/10.2147/RRU.S499930]  [4:  Taha F, Branchu B, Demichel N, Goudaimy S, Bui AP, Delchet O, et al. PIRADS≥4 MRI lesion: Is performing systematic biopsies still essential for detecting clinically significant prostate cancer? The French Journal of Urology. 2024.34(2):102572. doi: https://doi.org/10.1016/j.fjurol.2024.102572] 


We are happy for the sensitivity to remain unchanged, but the specificity should be updated, as the current value is not representative of a screened population, so will not accurately represent the flow of patients.  Previous clinical experts have quoted figures of a specificity of 0.72 for screened population from the STLK3-MRI screening trial , but we still trying to locate this from the trial paper (this is a similar value to the meta-analysis initially requested). 

Reply: Since sensitivity and specificity values are correlated, it will not be accurate to update one and not the other one. If specificity is updated, so will be test sensitivity. We will use 0.84 (95% CI: 0.80–0.88; I² = 95.2%), with pooled specificity of 0.75 (95% CI: 0.68–0.82; I² = 97.7%). We need to acknowledge that for the same reason as stated above, sensitivity of MRI will be lower in screening than diagnostic studies, so both values in the systematic review and the trial we are using likely overestimate the screening -related sensitivity of MRI. 

The appropriate coding for mpMRI still needs to be confirmed with clinical experts, and the associated costs may change based on their feedback. 

The costs of pmMRI is weighted average cost in the National schedule of NHS costs - Year 2022/23 (“RD01A - Magnetic Resonance Imaging Scan of One Area, without Contrast, 19 years and over”), including diagnostic imaging and directly assessed diagnostic service. The cost of £175.98 corresponds to Directly Accessed Diagnostic Services only (around 1/3 of the procedures).

Scenario 3.	Comment:

“The third scenario is updating the treatment costs to be more reflective of stage 4 SACT costs. Firstly, it requires a re-weight of SACTs costs based on the NCPA 2025 audit report . This suggests, based on table 2, that 46.88% of people with metastatic prostate cancer are receiving SACT, not 28%. Within the SACT treatment costs, the audit report suggests 37% are receiving Enzalutamide, 32% Apalatumide, 22% Doxactel, and 9% Abiraterone. The cost of Abiraterone can be estimated from a previous TA of £1076.74 per year . We are aware this parameter is a slightly more up to date cost year, so will likely be slightly more expensive than the 2022/2023 value.  However, it would still be useful to see the impact this has.”

Reply: 

Several issues were identified with the proposed scenario, leading to the following amendments suggested by the SENSS team.

Issue 1: Uptake of systemic anticancer therapy (SACT) in advanced disease

The NCPA Audit Report 2025 states: “Among men newly diagnosed with metastatic hormone-sensitive prostate cancer (mHSPC) in 2022 in England, 47% (2,670 out of 5,679) received systemic treatment intensification therapy.” This indicates that the 47% figure cited by YHEC applies specifically to men with hormone-sensitive metastatic disease, rather than to all stage IV cancers.



To translate this into the model, 7,767 stage IV prostate cancers were recorded in 2022. Applying the audit data therefore implies that 2,670 out of 7,767 patients received SACT, corresponding to an uptake of 34% (2,670 / 7,767 = 0.344). The proportion of patients receiving SACT in stage IV disease was updated accordingly.

As no uptake data are reported for stage III disease, we adjusted the stage III SACT uptake by applying the same relative increase observed for stage IV disease. Using this proportional adjustment, the uptake of SACT in stage III was increased from 1.8% to 2.2%.

Finally, given that increased use of innovative therapies is expected to improve survival, and that the survival inputs for late-stage disease were derived from the pre-SACT era, we recalculated prostate cancer–specific mortality. This was done by estimating a weighted average hazard ratio (HR), using HRs from trials with the longest available follow-up for each SACT, weighted by treatment mix and adjusted to reflect the updated uptake of SACT in stages III and IV. The resulting adjusted HRs are summarised in Table 1.

Table 1

		SACT

		Proportion from total SACT

		HR



		Enzalutamide

		0.37

		0.7



		Apalutamide

		0.32

		0.65



		Docetaxel

		0.22

		0.61



		Abiraterone

		0.09

		0.66



		average HR

		0.6606

		



		Weighted average HR for stage 4 (uptake 34%)

		0.884604

		



		Weighted average HR for stage 3 (uptake 2.2%)

		0.9925332

		







Issue 2. “The cost of Abiraterone can be estimated from a previous TA of £1076.74 per year. We are aware this parameter is a slightly more up to date cost year, so will likely be slightly more expensive than the 2022/2023 value.  However, it would still be useful to see the impact this has”

We acknowledge this point, however it appears that abiraterone has now gone generic, as multiple manufacturers are listed on the BNF. Multiple manufactures are listed here: https://bnf.nice.org.uk/drugs/abiraterone-acetate/medicinal-forms/

So prices in the original TAs (during the on-patent period of the product lifespan) are not a good source of costs for the our model, as they reflect the list price (potentially not the actual price, as abiraterone may have had a patient access scheme) at the time of the appraisal. Instead, we propose to update the costs of abiraterone based on current prices, this approach is detailed below. However, we will check the non-cost inputs and dosing assumptions with clinical experts after sending this email as part of the wider update at the end of March. 

For Abiraterone, based on the latest update in the eMIT database, the cost per pack should be £58.46 per 28 days, and with a 28-day cycle this corresponds to 13 cycles per year. The revised annual drug cost and the uptake proportion used in the scenario are therefore as shown in Table 2.



Table 2: cost per Treatment, proportion and sources

		Treatment

		Treatment Cost per year (£)

		Treatment proportion

		Cycle length

		Source



		ADTs

		944

		100%

		As long as receiving treatment

		NICE RIT



		Abiraterone

		760

		9%

		Obtain median time on treatment from literature (36 months, NICE TA1110) & extrapolate

		NICE RIT, eMIT (accessed 30/01/2026)



		Docetaxel

		104*

		22%

		Every 3 weeks for 6 cycles

		NICE RIT, eMIT (accessed 30/01/2026)



		Enzalutamide

		35,551

		37%

		Obtain median time on treatment from literature ((17.71 months, NICE TA377) & extrapolate

		NICE RIT, BNF



		Apalutamide

		35,555

		32%

		Obtain median time on treatment from literature (26.1 months, based on doi: 10.1016/j.eururo.2020.08.011) & extrapolate

		Agarwal et al., (2019), NICE RIT, BNF



		* - chemotherapy administrations costs are added onto the treatment costs separately, we have assumed no vial sharing and each man treated needs one vial, based on a dose of 75mg/m2 and a dose of 160mg per vial.







To better reflect the impact of gradual treatment discontinuation on drug costs, we consider applying a cycle-based costing approach incorporating discontinuation risk. The discontinuation rate was derived from the median time on treatment, assuming a constant hazard of discontinuation such that 50% of patients had discontinued treatment by the median time. Oral therapies were assumed to be supplied in full 28-day packs with no recycling of unused medication; therefore, patients on treatment at the start of a cycle were costed for a full cycle. The first cycle cost was applied at treatment initiation (cycle 0), and discontinuation will affect proportion on treatment from the subsequent cycle onward. Based on  this structure, Year 1 costs include 14 cycles while Year 2 and subsequent years include 13 cycles per year. The resulting SACT cost estimates are presented in Table 3-2.

   Table 3-1: Calculated SACT costs for stages 3 and 4

		Stage

		Year 1 (£s)

		Year 2 (£s)

		Year 3 (£s)



		Stage 3

		513

		283

		107



		Stage 4

		7923

		4378

		1653







     

YHEC response:  Thank you for going through this scenario. We believe this has been misinterpreted. Table 2 of the National Audit Prostate Cancer Data suggests 5,696 people were diagnosed with metastatic disease in 2022 across England (PI1). We excluded Wales because they did not have the full breakdown of data. Of those, 2,670 received systemic treatment intensification (1803+867). This equates to 46.88% quoted. The quote you are referring to is newly diagnosed mHSPC at any stage, who received treatment intensification. Therefore, the 46.88% quoted is reflective of those with metastatic disease, and the figure quoted by SCHAAR is not specific to metastatic. So as before, we request that 46.88% is used.



This will then need to be corrected in the following numbers, assuming that similar proportions of SACT are applied. 7,767 stage IV prostate cancers, so 46.88% of this is 3,461 receiving SACT is stage 4. The same relative proportion then also makes sense for stage 3, so we are happy with this suggestion.



We agree that mortality should be reflected in the increase of SACTs, so we are also happy with this suggestion. We had not suggested this initially given the exploratory nature of the scenarios and the timeframes, but is something we recommend for the final model. 



We are also happy with the costing approach of Abiraterone from what is suggested, now it has gone generic. We have discussed discontinuation further in the response to scenario 4. 





Reply: As described in the report, following cancer diagnosis, the model does not explicitly simulate cancer progression. Instead, it assigns costs, uniltity and survival based on age, stage at diagnosis, and time since diagnosis. As such, the model does not have a functionality to allocate costs by cancer progression. 



As noted by YHEC, SACT costs relate to the newly diagnosed mHSPC patients at any stage. This implies that some of SACT costs should be attributed to the patients who were initially diagnosed at stages 1-3 and subsequently progressed to stage 4. Therefore, it would not be appropriate to allcoate all the SACT costs solely to patients diagnosed at stage 4.



Given the structural limitations, we propose the following alternative approach:



First, we will allocate the proportion of SACT uptake to stage 4 patients, acknowledging that this value is highly uncertain and may be lower. The proportion of patients receiving SACT at stage 4 cannot be estimated directly in the model and therefore must be specified pragmatically. This proportion should be lower than that suggested by YHEC, to reflect complementary SACT uptake among patients who were initially diagnosed at earlier stages and later progressed to metastatic disease. Based on approximate mortality rates in earlier stages (ranging from around 5% in the first five years to 12–14% at ten years), we propose using a value of 40%.



Then, we will allocate costs relevant for the stage 4 for those patients who were diagnosed in stages 1-3 and progressed to stage 4 in the year of their death having the assumption that they progressed to stage 4 before their mortality. These costs can be only applied for one year (year of death). If any alternative scenarios are suggested, they need to consider the model structure with the progression costs assigned in a year of death. 





Scenario 4.	Comment:  “The final scenario is to run the SACT costs beyond year 3. Clinical feedback we received suggests people will be on these medications for life. Therefore, some people with metastatic disease will be on SACT for longer than 3 years. In this case, can the year 3 calculated value (after updating the SACT cost mentioned in scenario 3) be applied continuously to those alive with metastatic disease beyond year 3.”

Reply: 

The current average treatment duration, accounting for discontinuation observed in clinical trials, is approximately 23 months (see TA1110) with time to treatment discontinuation or death Kaplan-Meier data not report or marked as confidential. We can extrapolate this out, but there will be significant uncertainty as to proportion of patients remaining on treatment over time due to the absence of time to treatment discontinuation or death Kaplan-Meier information. We basing the discontinuation or death rate purely on one data point (the median time of discontinuation). 

Please confirm that you indeed want to run the scenario without SACT discontinuation after year 3.

YHEC response: Yes please run this scenario. We are unable to work out how the value of 23-months was calculated from the data in TA1110, as we can see the breakdown of median time to discontinuation in Table 10 of the EAG report, but not how you could find an average of 23 months.  All but 2 of the studies have a median time longer than 23 months (some substantially longer), and the studies that don’t, one only reported a low follow up time which likely skews the discontinuation figure. Looking at the figures in the TA and feedback from clinical experts suggests that an average of 23 months is too low. Its likely that the follow time will skew the discontinuation figures. 

There are other considerations which will skew the discontinuation figures, is the correlation of adverse events, death and lack of response. Using a constant hazard, is assuming pretty much everyone has discontinued treatment by month 46 (so nobody is on therapy for more than 4 years). From discussion with clinical experts, and from feedback we have received previously, we’re not sure this is realistic. 

We think it would be worth running the 3 year cost as constant until people die as a scenario. We know this is likely to overestimate the treatment costs in this scenario, given it will not account for discontinuation post year 3. However, it would be useful to see how much this impact the results, as the true value in reality is likely somewhere in between what was suggested by SCHARR, and the scenario we suggest. We believe it’s a useful exploration to help understand the potential impact on the results. 

Reply: The calculation of average time on treatment is based on studies without open-label extension. We will run this scenario while acknowledging that it is not realistic. 
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final/All_Sc4_lifetime.csv

						no_screen			screen_50_60_5an			screen_55_61_3an			screen_58_60_an			screen_58_60_bien			screen55			screen58			screen60			screen62


			TOTAL_COSTS			8887.60102520688			8940.41999612063			8943.10768980391			8946.85042913912			8926.22940674244			8902.99839507449			8906.50231464244			8905.62195834072			8910.67529880073


			Cancer_COSTS			8887.60102520688			8848.71547317136			8846.09153339801			8849.64269886506			8859.84278760474			8870.90466403343			8872.33225516739			8872.14576856638			8877.1134484217


			DIAG_COSTS			0			44.4639216073933			51.8153974145392			52.8468344431064			36.6730422147588			15.8308047			18.5780553072464			19.2500098370381			20.6560934247601


			SCREEN_COSTS			0			47.24060134187			45.2007589913588			44.360895830957			29.7135769229383			16.262926341055			15.5920041678008			14.2261799373043			12.9057569542768


			LYS			51.4082728765449			51.4170749903394			51.4189621730732			51.4189103800019			51.4158109968131			51.4116791155844			51.4120855618824			51.4127364471522			51.4128703098299


			QALYS			44.9123387314776			44.9148872755591			44.914694769319			44.9143608915239			44.9137063225915			44.9135418332795			44.9131118829756			44.9132485818002			44.9126900152578


			St1_SYMPT			0.04168			0.04082			0.040525			0.040505			0.04084			0.041385			0.041245			0.04121			0.040995


			St2_SYMPT			0.025035			0.02341			0.023085			0.022875			0.02343			0.024435			0.02419			0.02416			0.024105


			St3_SYMPT			0.036775			0.03384			0.033105			0.033255			0.034155			0.0357			0.0355			0.035175			0.035215


			St4_SYMPT			0.047335			0.04518			0.044425			0.044255			0.04509			0.04662			0.04627			0.04599			0.04579


			ALL_incidence			0.150825			0.15711			0.159955			0.16081			0.15809			0.15236			0.153935			0.155455			0.15758


			St1_SCRN			0			0.012955			0.01745			0.018565			0.01355			0.00389			0.0062			0.0083			0.010625


			St2_SCRN			0			0.000815			0.0012			0.001205			9e-04			3e-04			0.000455			0.00057			0.00076


			St3_SCRN			0			6e-05			0.00011			8.5e-05			7e-05			2.5e-05			4.5e-05			2.5e-05			7e-05


			St4_SCRN			0			3e-05			5.5e-05			6.5e-05			5.5e-05			5e-06			3e-05			2.5e-05			2e-05


			St1_MORT			0.000665			0.00086			0.00092			0.000915			0.00085			0.000735			0.00074			0.00079			0.000845


			St2_MORT			0.00066			0.00061			0.000625			0.00067			0.00066			0.00062			0.00066			0.00066			0.00066


			St3_MORT			0.0047			0.00441			0.004325			0.004325			0.004415			0.004585			0.004545			0.004555			0.0045


			St4_MORT			0.030085			0.028715			0.028275			0.02809			0.02864			0.029645			0.02939			0.029205			0.029185


			MORT			0.03611			0.034595			0.034145			0.034			0.034565			0.035585			0.035335			0.03521			0.03519


			GGG1_St1_2			0.02497			0.02729			0.02813			0.02838			0.027315			0.025745			0.02602			0.02641			0.026905


			GGG2_St1_2			0.02292			0.0286			0.030495			0.03084			0.02875			0.024655			0.025545			0.026665			0.027455


			GGG3_St1_2			0.007135			0.008435			0.00894			0.009155			0.00859			0.00744			0.00775			0.008065			0.008465


			GGG45_St1_2			0.01169			0.013675			0.014695			0.014775			0.014065			0.01217			0.012775			0.0131			0.01366


			GGG1_St3_4			0.00843			0.00814			0.008065			0.00809			0.00821			0.008275			0.008325			0.008295			0.008315


			GGG2_St3_4			0.03842			0.035395			0.034805			0.034775			0.035675			0.03733			0.03717			0.036645			0.03671


			GGG3_St3_4			0.014315			0.01363			0.01339			0.013305			0.01363			0.014115			0.013985			0.01391			0.01385


			GGG45_St3_4			0.022945			0.021945			0.021435			0.02149			0.021855			0.02263			0.022365			0.022365			0.02222


			GGG1_SYMPT			0.0334			0.03257			0.03245			0.03233			0.032665			0.03308			0.033065			0.03295			0.03301


			GGG2_SYMPT			0.06134			0.05699			0.05605			0.056035			0.05734			0.05973			0.059415			0.05888			0.05881


			GGG3_SYMPT			0.02145			0.02051			0.020085			0.020015			0.020465			0.021145			0.02092			0.020915			0.02074


			GGG45_SYMPT			0.034635			0.03318			0.032555			0.03251			0.033045			0.034185			0.033805			0.03379			0.033545


			GGG1_SCRN			0			0.00286			0.003745			0.00414			0.00286			0.00094			0.00128			0.001755			0.00221


			GGG2_SCRN			0			0.007005			0.00925			0.00958			0.007085			0.002255			0.0033			0.00443			0.005355


			GGG3_SCRN			0			0.001555			0.002245			0.002445			0.001755			0.00041			0.000815			0.00106			0.001575


			GGG45_SCRN			0			0.00244			0.003575			0.003755			0.002875			0.000615			0.001335			0.001675			0.002335


			Invite_PSA			0			2.736905			2.664715			2.63558			1.76329			0.919705			0.89515			0.87458			0.85013


			Attend_PSA			0			0.988785			0.96071			0.95014			0.63684			0.33067			0.32317			0.31599			0.306995


			Screen_Elig			0			51.85738			51.79723			51.77898			51.858155			51.999555			51.96831			51.93938			51.9102


			Positive_PSA			0			0.13734			0.15661			0.159655			0.109385			0.047765			0.05414			0.057565			0.064615


			Invite_MPMRI			0			0.13734			0.15661			0.159655			0.109385			0.047765			0.05414			0.057565			0.064615


			Attend_MPMRI			0			0.13734			0.15661			0.159655			0.109385			0.047765			0.05414			0.057565			0.064615


			Positive_MPMRI			0			0.05371			0.06588			0.067635			0.047545			0.01824			0.022995			0.02651			0.03142


			Invite_Biopsy			0			0.05371			0.06588			0.067635			0.047545			0.01824			0.022995			0.02651			0.03142


			Attend_Biopsy			0			0.045805			0.056105			0.05742			0.040425			0.0155			0.01956			0.02264			0.026595


			Positive_Biopsy			0			0.01433			0.019265			0.02042			0.0149			0.00436			0.0069			0.00908			0.011655


			FP			0			0.00047			0.00045			5e-04			0.000325			0.00014			0.00017			0.00016			0.00018


			PC			0			0.01386			0.018815			0.01992			0.014575			0.00422			0.00673			0.00892			0.011475









final/Basecase/All_basecase.csv

						no_screen			screen_50_60_5an			screen_55_61_3an			screen_58_60_an			screen_58_60_bien			screen55			screen58			screen60			screen62


			TOTAL_COSTS			7453.09347475127			7617.20325116572			7633.52777168993			7633.22989548252			7577.39682426982			7510.52713421688			7515.27205557928			7517.92658023071			7525.25217537892


			Cancer_COSTS			7453.09347475127			7458.74745721937			7465.41399324451			7468.28021924373			7464.13670056958			7453.0186781696			7457.0307330505			7460.32315025234			7466.0579425725


			DIAG_COSTS			0			112.889109022142			126.041581052875			124.959525749972			86.4663772285486			41.5205067216494			44.1782281028875			44.7722307543943			47.553979460387


			SCREEN_COSTS			0			45.5666849242048			42.0721973925496			39.9901504888264			26.7937464716854			15.9879493256265			14.0630944258934			12.8311992239724			11.6402533460343


			LYS			49.8974121046019			49.9063747802099			49.9083133916982			49.9084835327855			49.9051109365985			49.9007891975301			49.9014546107512			49.9018139747903			49.9024928029576


			QALYS			43.7054004539968			43.707977532851			43.7078456982604			43.707733309245			43.7068841681666			43.7065138091021			43.7062952303544			43.7063007901546			43.7061317217352


			St1_SYMPT			0.04168			0.040785			0.04048			0.040445			0.040795			0.041385			0.041205			0.041195			0.040955


			St2_SYMPT			0.025035			0.023345			0.022995			0.022795			0.02337			0.0244			0.024155			0.02413			0.024055


			St3_SYMPT			0.036775			0.033725			0.03296			0.033145			0.03406			0.035645			0.035425			0.035135			0.035155


			St4_SYMPT			0.047335			0.04507			0.044295			0.044125			0.04498			0.046595			0.04621			0.045935			0.04568


			ALL_incidence			0.150825			0.157315			0.16032			0.16116			0.15838			0.15244			0.15408			0.15564			0.15787


			St1_SCRN			0			0.01346			0.01817			0.01924			0.01411			0.00408			0.006525			0.00861			0.01113


			St2_SCRN			0			0.00084			0.00125			0.001255			0.00094			0.000305			0.000485			0.000585			0.000805


			St3_SCRN			0			6e-05			0.000115			8.5e-05			7e-05			2.5e-05			4.5e-05			2.5e-05			7e-05


			St4_SCRN			0			3e-05			5.5e-05			7e-05			5.5e-05			5e-06			3e-05			2.5e-05			2e-05


			St1_MORT			0.000665			0.00087			0.000925			0.00092			0.000855			0.000735			0.00074			0.000795			0.00085


			St2_MORT			0.00066			0.000605			0.000635			0.000665			0.00066			0.00062			0.00066			0.00066			0.00066


			St3_MORT			0.00475			0.004445			0.00436			0.004345			0.004455			0.00463			0.004585			0.0046			0.004545


			St4_MORT			0.032785			0.03126			0.030755			0.030565			0.031175			0.03229			0.032			0.031825			0.031705


			MORT			0.03886			0.03718			0.036675			0.036495			0.037145			0.038275			0.037985			0.03788			0.03776


			GGG1_St1_2			0.02497			0.02737			0.02825			0.028505			0.0274			0.025775			0.026065			0.026465			0.02701


			GGG2_St1_2			0.02292			0.02879			0.03077			0.03113			0.029005			0.024715			0.02571			0.026795			0.02761


			GGG3_St1_2			0.007135			0.00847			0.009025			0.00921			0.008645			0.00746			0.00778			0.008095			0.008545


			GGG45_St1_2			0.01169			0.0138			0.01485			0.01489			0.014165			0.01222			0.012815			0.013165			0.01378


			GGG1_St3_4			0.00843			0.008135			0.008045			0.008075			0.0082			0.00827			0.008315			0.008295			0.008315


			GGG2_St3_4			0.03842			0.035255			0.034695			0.03463			0.035545			0.037305			0.037095			0.036565			0.036645


			GGG3_St3_4			0.014315			0.013625			0.01336			0.013285			0.013615			0.01411			0.01397			0.01391			0.01382


			GGG45_St3_4			0.022945			0.02187			0.021325			0.021435			0.021805			0.022585			0.02233			0.02235			0.022145


			GGG1_SYMPT			0.0334			0.032545			0.03239			0.032295			0.03264			0.033065			0.03305			0.03294			0.033005


			GGG2_SYMPT			0.06134			0.056815			0.055885			0.055825			0.057165			0.059685			0.059305			0.058785			0.0587


			GGG3_SYMPT			0.02145			0.02048			0.02003			0.019965			0.02042			0.02114			0.02088			0.020905			0.020685


			GGG45_SYMPT			0.034635			0.033085			0.032425			0.032425			0.03298			0.034135			0.03376			0.033765			0.033455


			GGG1_SCRN			0			0.00296			0.003905			0.004285			0.00296			0.00098			0.00133			0.00182			0.00232


			GGG2_SCRN			0			0.00723			0.00958			0.009935			0.007385			0.002335			0.0035			0.004575			0.005555


			GGG3_SCRN			0			0.001615			0.002355			0.00253			0.00184			0.00043			0.00087			0.0011			0.00168


			GGG45_SCRN			0			0.002585			0.00375			0.0039			0.00299			0.00067			0.001385			0.00175			0.00247


			Invite_PSA			0			2.736105			2.66362			2.63421			1.762835			0.919705			0.89515			0.87458			0.85013


			Attend_PSA			0			0.988505			0.96032			0.94962			0.6367			0.33067			0.32317			0.31599			0.306995


			Screen_Elig			0			51.836835			51.7745			51.757065			51.8425			51.992245			51.96003			51.931105			51.89964


			Positive_PSA			0			0.13706			0.15622			0.159135			0.109245			0.047765			0.05414			0.057565			0.064615


			Invite_MPMRI			0			0.13706			0.15622			0.159135			0.109245			0.047765			0.05414			0.057565			0.064615


			Attend_MPMRI			0			0.13706			0.15622			0.159135			0.109245			0.047765			0.05414			0.057565			0.064615


			Positive_MPMRI			0			0.085675			0.100545			0.102835			0.071205			0.029555			0.0351			0.03827			0.043975


			Invite_Biopsy			0			0.085675			0.100545			0.102835			0.071205			0.029555			0.0351			0.03827			0.043975


			Attend_Biopsy			0			0.073065			0.08567			0.08757			0.06079			0.0251			0.02998			0.03275			0.03741


			Positive_Biopsy			0			0.015445			0.020575			0.021695			0.01585			0.004745			0.007395			0.009615			0.012415


			FP			0			0.001055			0.000985			0.001045			0.000675			0.00033			0.00031			0.00037			0.00039


			PC			0			0.01439			0.01959			0.02065			0.015175			0.004415			0.007085			0.009245			0.012025









final/Basecase/Black_basecase.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			6464.5357291505			6836.03588657667			6662.30706326254			6791.3648472402			6701.13673723262			6739.17690638485			6835.37510513742			6495.13539026254			6498.72308589118			6501.91944371575			6511.75874288101			6517.6652529156			6524.35171444805			6532.25207512463			6548.81914861474			6562.48333282223


			Cancer_COSTS			6464.5357291505			6478.89458795419			6481.40153226899			6491.30861864166			6480.11899096352			6485.71457854672			6509.52674008787			6462.78890965593			6461.32883296476			6460.44140134225			6464.45939474116			6468.41725493631			6474.49714766065			6480.66360983048			6494.43990517911			6508.204860238


			DIAG_COSTS			0			247.914947530291			138.325602081418			226.469978409314			168.060495881856			195.62132383114			253.071856513043			15.5732892848172			22.4851843206653			27.6648848213023			36.1932323760493			39.5847660797961			41.1134830203552			43.7475490057812			47.8430429609968			48.9457523744806


			SCREEN_COSTS			0			109.226351092188			42.5799289121318			73.5862501892217			52.957250387243			57.8410040069911			72.7765085365087			16.7731913217891			14.9090686057504			13.8131575521964			11.1061157638048			9.66323189949376			8.74108376704494			7.84091628836349			6.53620047462658			5.33272020974281


			LYS			43.8816359170533			43.9156389998375			43.9033196135295			43.9146952106031			43.9090520053966			43.9113264416042			43.9191730900678			43.8831324264198			43.8851376710368			43.8856827520509			43.8872018630718			43.8891174334056			43.8889977703858			43.8895355638424			43.8897671621811			43.8894862120053


			QALYS			38.6199764853068			38.6325167740063			38.6272396424592			38.6307125364575			38.6297302130563			38.6297253183574			38.6307360640795			38.6206589671965			38.6219502446717			38.6220707573031			38.6220891140463			38.6228205862529			38.6220570314062			38.6216865746939			38.6210506268705			38.6204877988871


			St1_SYMPT			0.06905			0.065185			0.06625			0.064695			0.06577			0.06536			0.06393			0.068965			0.06882			0.068735			0.068435			0.06814			0.068045			0.06789			0.067745			0.0679


			St2_SYMPT			0.051625			0.04372			0.04608			0.043435			0.044915			0.043975			0.041925			0.051355			0.05101			0.050745			0.049925			0.049845			0.04948			0.04935			0.049315			0.049755


			St3_SYMPT			0.07211			0.059885			0.063745			0.05955			0.0622			0.06026			0.057245			0.071625			0.071165			0.07082			0.069715			0.069125			0.068875			0.068655			0.068795			0.06916


			St4_SYMPT			0.078675			0.06875			0.07185			0.068255			0.07007			0.068725			0.06554			0.07846			0.07818			0.077855			0.07708			0.076415			0.07592			0.075475			0.074775			0.07446


			ALL_incidence			0.27146			0.298805			0.293735			0.30418			0.2973			0.300295			0.31529			0.271675			0.27209			0.272445			0.275215			0.27827			0.281205			0.28499			0.292215			0.30009


			St1_SCRN			0			0.05758			0.04261			0.06402			0.05079			0.057765			0.080975			0.00119			0.002745			0.003915			0.00931			0.01361			0.017315			0.021575			0.0285			0.03423


			St2_SCRN			0			0.003235			0.00287			0.003755			0.00321			0.00378			0.00508			7.5e-05			0.00015			0.00034			0.000665			0.001			0.0014			0.001855			0.002775			0.00418


			St3_SCRN			0			0.00029			0.000235			0.000285			0.00022			0.000245			0.00034			5e-06			1.5e-05			2.5e-05			6e-05			0.000105			0.000115			0.00015			0.000225			0.000305


			St4_SCRN			0			0.00016			9.5e-05			0.000185			0.000125			0.000185			0.000255			0			5e-06			1e-05			2.5e-05			3e-05			5.5e-05			4e-05			8.5e-05			1e-04


			St1_MORT			0.001165			0.001975			0.001725			0.00199			0.001825			0.00197			0.002265			0.00119			0.0012			0.001215			0.00134			0.00133			0.00139			0.001445			0.00159			0.00167


			St2_MORT			0.001595			0.00149			0.001505			0.001465			0.001515			0.001505			0.00148			0.001605			0.001585			0.001595			0.00158			0.00153			0.001565			0.00157			0.001595			0.001635


			St3_MORT			0.01068			0.00874			0.009495			0.008835			0.00927			0.00883			0.0084			0.010575			0.01042			0.01045			0.01029			0.01024			0.010225			0.01026			0.01028			0.01037


			St4_MORT			0.056195			0.04886			0.05123			0.04869			0.0499			0.04891			0.04678			0.056015			0.05581			0.05556			0.05497			0.05448			0.054235			0.05393			0.05358			0.05332


			MORT			0.069635			0.061065			0.063955			0.06098			0.06251			0.061215			0.058925			0.069385			0.069015			0.06882			0.06818			0.06758			0.067415			0.067205			0.067045			0.066995


			GGG1_St1_2			0.04779			0.05834			0.055565			0.059545			0.057105			0.058955			0.06366			0.047915			0.04817			0.04837			0.049485			0.050165			0.051005			0.052			0.05353			0.05492


			GGG2_St1_2			0.04147			0.06529			0.059415			0.068035			0.06277			0.06534			0.07463			0.042			0.04265			0.043165			0.04542			0.04731			0.048835			0.050675			0.053505			0.056795


			GGG3_St1_2			0.011775			0.017185			0.01607			0.01822			0.01681			0.01751			0.02021			0.011845			0.011945			0.012045			0.012535			0.013155			0.013745			0.01428			0.01536			0.01673


			GGG45_St1_2			0.01964			0.028905			0.02676			0.030105			0.028			0.029075			0.03341			0.019825			0.01996			0.020155			0.020895			0.021965			0.022655			0.023715			0.02594			0.02762


			GGG1_St3_4			0.016095			0.014885			0.015305			0.01494			0.0152			0.014945			0.014665			0.016065			0.01604			0.01594			0.015855			0.01584			0.01585			0.015825			0.01585			0.01586


			GGG2_St3_4			0.07336			0.06083			0.064845			0.06049			0.062895			0.06118			0.05807			0.07291			0.072415			0.072075			0.07101			0.070405			0.070105			0.069855			0.069845			0.069915


			GGG3_St3_4			0.02306			0.020115			0.02097			0.01987			0.02049			0.02001			0.01905			0.022995			0.02291			0.022805			0.022575			0.022335			0.02214			0.022055			0.02193			0.02196


			GGG45_St3_4			0.03827			0.033255			0.034805			0.032975			0.03403			0.03328			0.031595			0.03812			0.038			0.03789			0.03744			0.037095			0.03687			0.036585			0.036255			0.03629


			GGG1_SYMPT			0.063885			0.06009			0.06145			0.060135			0.060985			0.060375			0.0593			0.06377			0.06361			0.06345			0.06317			0.063155			0.06306			0.063025			0.062965			0.06309


			GGG2_SYMPT			0.11483			0.096325			0.10199			0.095585			0.099235			0.09685			0.09207			0.1142			0.113465			0.11289			0.111215			0.11039			0.10986			0.109505			0.10943			0.109815


			GGG3_SYMPT			0.034835			0.030455			0.031705			0.03006			0.030965			0.03035			0.028865			0.034735			0.03461			0.034475			0.034095			0.03378			0.03349			0.03332			0.033155			0.03321


			GGG45_SYMPT			0.05791			0.05067			0.05278			0.050155			0.05177			0.050745			0.048405			0.0577			0.05749			0.05734			0.056675			0.0562			0.05591			0.05552			0.05508			0.05516


			GGG1_SCRN			0			0.013135			0.00942			0.01435			0.01132			0.013525			0.019025			0.00021			6e-04			0.00086			0.00217			0.00285			0.003795			0.0048			0.006415			0.00769


			GGG2_SCRN			0			0.029795			0.02227			0.03294			0.02643			0.02967			0.04063			0.00071			0.0016			0.00235			0.005215			0.007325			0.00908			0.011025			0.01392			0.016895


			GGG3_SCRN			0			0.006845			0.005335			0.00803			0.006335			0.00717			0.010395			0.000105			0.000245			0.000375			0.001015			0.00171			0.002395			0.003015			0.004135			0.00548


			GGG45_SCRN			0			0.01149			0.008785			0.012925			0.01026			0.01161			0.0166			0.000245			0.00047			0.000705			0.00166			0.00286			0.003615			0.00478			0.007115			0.00875


			Invite_PSA			0			8.049365			3.49114			6.053835			4.350035			5.090645			6.60187			0.963265			0.950535			0.939375			0.901025			0.86795			0.84069			0.808185			0.748185			0.67561


			Attend_PSA			0			2.8997			1.26134			2.18622			1.570915			1.83235			2.378475			0.347535			0.342015			0.341			0.324085			0.31312			0.30355			0.291545			0.268975			0.243765


			Screen_Elig			0			48.827855			49.106155			48.75802			48.977925			48.851615			48.502795			49.729815			49.704085			49.685365			49.60362			49.54983			49.498455			49.44548			49.363615			49.30968


			Positive_PSA			0			0.369215			0.2156			0.352475			0.261415			0.31365			0.416695			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Invite_MPMRI			0			0.369215			0.2156			0.352475			0.261415			0.31365			0.416695			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Attend_MPMRI			0			0.369215			0.2156			0.352475			0.261415			0.31365			0.416695			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Positive_MPMRI			0			0.248535			0.152035			0.244455			0.18335			0.218985			0.29364			0.01091			0.017595			0.023355			0.037365			0.045595			0.051045			0.05863			0.072155			0.081855


			Invite_Biopsy			0			0.248535			0.152035			0.244455			0.18335			0.218985			0.29364			0.01091			0.017595			0.023355			0.037365			0.045595			0.051045			0.05863			0.072155			0.081855


			Attend_Biopsy			0			0.21169			0.12966			0.20881			0.156395			0.186605			0.25016			0.00936			0.01516			0.019995			0.031605			0.03886			0.04349			0.049865			0.061005			0.069765


			Positive_Biopsy			0			0.06348			0.04683			0.07013			0.0557			0.063675			0.088795			0.00144			0.003165			0.004555			0.01037			0.01497			0.019165			0.02384			0.0318			0.038935


			FP			0			0.002215			0.00102			0.001885			0.001355			0.0017			0.002145			0.00017			0.00025			0.000265			0.00031			0.000225			0.00028			0.00022			0.000215			0.00012


			PC			0			0.061265			0.04581			0.068245			0.054345			0.061975			0.08665			0.00127			0.002915			0.00429			0.01006			0.014745			0.018885			0.02362			0.031585			0.038815









final/Basecase/Family_basecase.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			5796.28391505752			6030.6636981811			5923.49352365372			6009.59984278023			5958.00199371498			5980.752409766			6052.23515600402			5812.06979226014			5816.43249894859			5818.09856180488			5825.47921219045			5830.81149192817			5835.04746767571			5842.55048661275			5857.78059616471			5877.49296296902


			Cancer_COSTS			5796.28391505752			5803.48903936281			5803.98145492454			5807.81059144751			5806.77882014775			5804.21898408827			5817.1918816949			5796.00884881813			5795.88497259143			5794.5297529531			5795.64731033172			5797.61600171439			5800.17729913566			5804.97612056631			5815.13307272803			5830.48513897135


			DIAG_COSTS			0			155.113847307417			88.5171518913623			148.117183621739			111.9309826502			131.920757099971			177.261780689939			7.37663027953744			11.9761002684294			15.0855140295552			21.9091343819786			25.6776432949744			27.7104949875067			30.788154256441			36.527509709635			41.6060785026153


			SCREEN_COSTS			0			72.0608115108694			30.9949168378145			53.6720677109859			39.2921909170228			44.6126685777619			57.781493619175			8.6843131624769			8.57142608873983			8.48329482222445			7.92276747675361			7.51784691881291			7.15967355253676			6.78621178999406			6.12001372704153			5.40174549505807


			LYS			43.9892223415584			44.004328271136			43.9999745168311			44.0058143162971			44.0026769694421			44.0037433927592			44.0086383054366			43.9895786055679			43.9901669020511			43.9909903359888			43.9912204972147			43.992849662129			43.9933123328374			43.9938208273857			43.9944081109567			43.9945714081895


			QALYS			38.8534897366381			38.8585037338121			38.8572117294242			38.859137609629			38.8579718934577			38.8582114741791			38.859037158289			38.8536477688472			38.8539224436678			38.8544696119213			38.8541405369059			38.8548221030313			38.8548346008867			38.8546516832952			38.854316396727			38.8534839331653


			St1_SYMPT			0.0511			0.04928			0.04975			0.048905			0.04934			0.049225			0.048465			0.05107			0.050985			0.050925			0.050815			0.050645			0.050545			0.050485			0.0503			0.0503


			St2_SYMPT			0.033265			0.029885			0.030855			0.029655			0.03021			0.02969			0.028625			0.033205			0.03306			0.03296			0.03259			0.032415			0.032255			0.032065			0.032125			0.03214


			St3_SYMPT			0.04762			0.042295			0.04389			0.041955			0.04298			0.042075			0.04028			0.04747			0.04734			0.047225			0.046595			0.04627			0.046015			0.04584			0.04547			0.045585


			St4_SYMPT			0.05866			0.053905			0.05505			0.053135			0.05417			0.05361			0.05148			0.058585			0.0585			0.058385			0.057925			0.05741			0.057075			0.05668			0.056125			0.055715


			ALL_incidence			0.190645			0.203385			0.201435			0.206825			0.2043			0.20419			0.21294			0.190725			0.190895			0.191			0.19218			0.19384			0.195585			0.19823			0.203785			0.212145


			St1_SCRN			0			0.026485			0.020485			0.031345			0.02584			0.02774			0.04136			0.000375			0.000945			0.001435			0.00398			0.00656			0.008965			0.01216			0.017785			0.02567


			St2_SCRN			0			0.001345			0.00124			0.001665			0.00155			0.001655			0.00244			1.5e-05			5.5e-05			5.5e-05			0.000255			0.000485			0.00066			9e-04			0.001805			0.00247


			St3_SCRN			0			8.5e-05			9.5e-05			9.5e-05			0.000105			0.00011			0.00015			0			5e-06			1e-05			1.5e-05			4e-05			6e-05			5e-05			0.00013			0.000205


			St4_SCRN			0			0.000105			7e-05			7e-05			0.000105			8.5e-05			0.00014			5e-06			5e-06			5e-06			5e-06			1.5e-05			1e-05			5e-05			4.5e-05			6e-05


			St1_MORT			0.000845			0.001185			0.001095			0.00126			0.001155			0.0012			0.001425			0.000855			0.00085			0.00084			0.000895			0.000925			0.000965			0.00102			0.001115			0.001225


			St2_MORT			0.00093			0.000935			0.00095			0.000905			0.00092			0.00094			0.00093			0.00093			0.00093			0.00093			0.000925			0.00094			0.000935			0.00092			0.000935			0.000955


			St3_MORT			0.00651			0.005825			0.00592			0.0057			0.005835			0.00581			0.00558			0.006485			0.00647			0.006435			0.006405			0.006315			0.00631			0.006245			0.006275			0.00631


			St4_MORT			0.041185			0.037615			0.03863			0.03725			0.037995			0.03753			0.036045			0.041125			0.041065			0.040965			0.040695			0.040285			0.040035			0.039855			0.03957			0.039215


			MORT			0.04947			0.04556			0.046595			0.045115			0.045905			0.04548			0.04398			0.049395			0.049315			0.04917			0.04892			0.048465			0.048245			0.04804			0.047895			0.047705


			GGG1_St1_2			0.031845			0.03672			0.035435			0.037465			0.03652			0.03702			0.039675			0.03188			0.032			0.032015			0.032625			0.03296			0.033425			0.03404			0.03538			0.036945


			GGG2_St1_2			0.029315			0.04023			0.037955			0.042365			0.040115			0.04091			0.046415			0.0295			0.029665			0.029915			0.031035			0.03214			0.033225			0.034495			0.037065			0.040445


			GGG3_St1_2			0.00895			0.0116			0.01114			0.01222			0.011745			0.011705			0.01341			0.00897			0.009015			0.00904			0.00923			0.00958			0.00993			0.01048			0.01135			0.012815


			GGG45_St1_2			0.014255			0.018445			0.0178			0.01952			0.01856			0.018675			0.02139			0.014315			0.014365			0.014405			0.01475			0.015425			0.015845			0.016595			0.01822			0.020375


			GGG1_St3_4			0.01053			0.0101			0.010185			0.01004			0.010155			0.01009			0.00993			0.01053			0.010495			0.010505			0.010455			0.01043			0.010415			0.010385			0.010325			0.01036


			GGG2_St3_4			0.049825			0.044105			0.0457			0.043405			0.044735			0.043795			0.04176			0.049675			0.04958			0.049405			0.04873			0.048355			0.048015			0.04777			0.04761			0.04751


			GGG3_St3_4			0.01699			0.015635			0.016			0.01548			0.01568			0.01552			0.01492			0.01697			0.016935			0.0169			0.01681			0.01667			0.016495			0.01645			0.016195			0.01614


			GGG45_St3_4			0.028935			0.02655			0.02722			0.02633			0.02679			0.026475			0.02544			0.028885			0.02884			0.028815			0.028545			0.02828			0.028235			0.028015			0.02764			0.027555


			GGG1_SYMPT			0.042375			0.040845			0.041295			0.040695			0.0411			0.040865			0.04031			0.04236			0.04224			0.04223			0.042115			0.042065			0.04197			0.041935			0.04183			0.04185


			GGG2_SYMPT			0.07914			0.070625			0.07308			0.06979			0.07156			0.070255			0.06735			0.07893			0.078735			0.078465			0.077495			0.076965			0.07646			0.07615			0.07592			0.075805


			GGG3_SYMPT			0.02594			0.02398			0.02447			0.02374			0.024015			0.0238			0.02298			0.02592			0.02585			0.02581			0.025655			0.025465			0.025255			0.02516			0.024875			0.024785


			GGG45_SYMPT			0.04319			0.039915			0.0407			0.039425			0.040025			0.03968			0.03821			0.04312			0.04306			0.04299			0.04266			0.042245			0.042205			0.041825			0.041395			0.0413


			GGG1_SCRN			0			0.005975			0.004325			0.00681			0.005575			0.006245			0.009295			5e-05			0.000255			0.00029			0.000965			0.001325			0.00187			0.00249			0.003875			0.005455


			GGG2_SCRN			0			0.01371			0.010575			0.01598			0.01329			0.01445			0.020825			0.000245			0.00051			0.000855			0.00227			0.00353			0.00478			0.006115			0.008755			0.01215


			GGG3_SCRN			0			0.003255			0.00267			0.00396			0.00341			0.003425			0.00535			2e-05			1e-04			0.00013			0.000385			0.000785			0.00117			0.00177			0.00267			0.00417


			GGG45_SCRN			0			0.00508			0.00432			0.006425			0.005325			0.00547			0.00862			8e-05			0.000145			0.00023			0.000635			0.00146			0.001875			0.002785			0.004465			0.00663


			Invite_PSA			0			5.44326			2.574785			4.47892			3.286275			3.940915			5.272865			0.49952			0.547015			0.577465			0.64308			0.674265			0.689105			0.69836			0.700605			0.68482


			Attend_PSA			0			1.962			0.92988			1.617075			1.18784			1.417205			1.899215			0.17963			0.19642			0.20921			0.23107			0.243985			0.248435			0.25276			0.251825			0.24674


			Screen_Elig			0			30.698685			30.81884			30.64317			30.73399			30.694235			30.485045			31.127265			31.1167			31.10998			31.071725			31.03553			31.00306			30.960755			30.88608			30.798645


			Positive_PSA			0			0.244435			0.14676			0.245505			0.185945			0.22386			0.310135			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Invite_MPMRI			0			0.244435			0.14676			0.245505			0.185945			0.22386			0.310135			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Attend_MPMRI			0			0.244435			0.14676			0.245505			0.185945			0.22386			0.310135			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Positive_MPMRI			0			0.15566			0.09646			0.159335			0.122075			0.145455			0.203465			0.00502			0.009335			0.012545			0.022125			0.028985			0.03386			0.040645			0.05382			0.068785


			Invite_Biopsy			0			0.15566			0.09646			0.159335			0.122075			0.145455			0.203465			0.00502			0.009335			0.012545			0.022125			0.028985			0.03386			0.040645			0.05382			0.068785


			Attend_Biopsy			0			0.133045			0.082165			0.13611			0.10428			0.12443			0.173785			0.004395			0.00798			0.01073			0.01887			0.024795			0.02887			0.034515			0.045885			0.05863


			Positive_Biopsy			0			0.02977			0.022775			0.034785			0.028845			0.031165			0.046225			0.000485			0.001165			0.001705			0.004505			0.00735			0.00999			0.013445			0.020055			0.028685


			FP			0			0.00175			0.000885			0.00161			0.001245			0.001575			0.002135			9e-05			0.000155			2e-04			0.00025			0.00025			0.000295			0.000285			0.00029			0.00028


			PC			0			0.02802			0.02189			0.033175			0.0276			0.02959			0.04409			0.000395			0.00101			0.001505			0.004255			0.0071			0.009695			0.01316			0.019765			0.028405









final/Black_sc1_lifetime.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			6464.5357291505			6716.50200387014			6594.88293978663			6681.27391990574			6619.28848035866			6643.85884103203			6711.84081024922			6487.80298443645			6488.0116227673			6488.73109856224			6494.20689113934			6498.20050005136			6504.0162167544			6510.48598004344			6524.80157775533			6537.71024179695


			Cancer_COSTS			6464.5357291505			6478.89458795419			6481.40153226899			6491.30861864166			6480.11899096352			6485.71457854672			6509.52674008787			6462.78890965593			6461.32883296476			6460.44140134225			6464.45939474116			6468.41725493631			6474.49714766065			6480.66360983048			6494.43990517911			6508.204860238


			DIAG_COSTS			0			128.381064823758			70.901478605505			116.379051074858			86.2122390078983			100.303258478321			129.53756162485			8.2408834587302			11.7737211967843			14.4765396677899			18.641380634379			20.1200132155542			20.7779853267072			21.9814539245877			23.8254721015893			24.172661349203


			SCREEN_COSTS			0			109.226351092188			42.5799289121318			73.5862501892217			52.957250387243			57.8410040069911			72.7765085365087			16.7731913217891			14.9090686057504			13.8131575521964			11.1061157638048			9.66323189949376			8.74108376704494			7.84091628836349			6.53620047462658			5.33272020974281


			LYS			43.8816359170533			43.9156389998375			43.9033196135295			43.9146952106031			43.9090520053966			43.9113264416042			43.9191730900678			43.8831324264198			43.8851376710368			43.8856827520509			43.8872018630718			43.8891174334056			43.8889977703858			43.8895355638424			43.8897671621811			43.8894862120053


			QALYS			38.6199764853068			38.6325167740063			38.6272396424592			38.6307125364575			38.6297302130563			38.6297253183574			38.6307360640795			38.6206589671965			38.6219502446717			38.6220707573031			38.6220891140463			38.6228205862529			38.6220570314062			38.6216865746939			38.6210506268705			38.6204877988871


			St1_SYMPT			0.06905			0.065185			0.06625			0.064695			0.06577			0.06536			0.06393			0.068965			0.06882			0.068735			0.068435			0.06814			0.068045			0.06789			0.067745			0.0679


			St2_SYMPT			0.051625			0.04372			0.04608			0.043435			0.044915			0.043975			0.041925			0.051355			0.05101			0.050745			0.049925			0.049845			0.04948			0.04935			0.049315			0.049755


			St3_SYMPT			0.07211			0.059885			0.063745			0.05955			0.0622			0.06026			0.057245			0.071625			0.071165			0.07082			0.069715			0.069125			0.068875			0.068655			0.068795			0.06916


			St4_SYMPT			0.078675			0.06875			0.07185			0.068255			0.07007			0.068725			0.06554			0.07846			0.07818			0.077855			0.07708			0.076415			0.07592			0.075475			0.074775			0.07446


			ALL_incidence			0.27146			0.298805			0.293735			0.30418			0.2973			0.300295			0.31529			0.271675			0.27209			0.272445			0.275215			0.27827			0.281205			0.28499			0.292215			0.30009


			St1_SCRN			0			0.05758			0.04261			0.06402			0.05079			0.057765			0.080975			0.00119			0.002745			0.003915			0.00931			0.01361			0.017315			0.021575			0.0285			0.03423


			St2_SCRN			0			0.003235			0.00287			0.003755			0.00321			0.00378			0.00508			7.5e-05			0.00015			0.00034			0.000665			0.001			0.0014			0.001855			0.002775			0.00418


			St3_SCRN			0			0.00029			0.000235			0.000285			0.00022			0.000245			0.00034			5e-06			1.5e-05			2.5e-05			6e-05			0.000105			0.000115			0.00015			0.000225			0.000305


			St4_SCRN			0			0.00016			9.5e-05			0.000185			0.000125			0.000185			0.000255			0			5e-06			1e-05			2.5e-05			3e-05			5.5e-05			4e-05			8.5e-05			1e-04


			St1_MORT			0.001165			0.001975			0.001725			0.00199			0.001825			0.00197			0.002265			0.00119			0.0012			0.001215			0.00134			0.00133			0.00139			0.001445			0.00159			0.00167


			St2_MORT			0.001595			0.00149			0.001505			0.001465			0.001515			0.001505			0.00148			0.001605			0.001585			0.001595			0.00158			0.00153			0.001565			0.00157			0.001595			0.001635


			St3_MORT			0.01068			0.00874			0.009495			0.008835			0.00927			0.00883			0.0084			0.010575			0.01042			0.01045			0.01029			0.01024			0.010225			0.01026			0.01028			0.01037


			St4_MORT			0.056195			0.04886			0.05123			0.04869			0.0499			0.04891			0.04678			0.056015			0.05581			0.05556			0.05497			0.05448			0.054235			0.05393			0.05358			0.05332


			MORT			0.069635			0.061065			0.063955			0.06098			0.06251			0.061215			0.058925			0.069385			0.069015			0.06882			0.06818			0.06758			0.067415			0.067205			0.067045			0.066995


			GGG1_St1_2			0.04779			0.05834			0.055565			0.059545			0.057105			0.058955			0.06366			0.047915			0.04817			0.04837			0.049485			0.050165			0.051005			0.052			0.05353			0.05492


			GGG2_St1_2			0.04147			0.06529			0.059415			0.068035			0.06277			0.06534			0.07463			0.042			0.04265			0.043165			0.04542			0.04731			0.048835			0.050675			0.053505			0.056795


			GGG3_St1_2			0.011775			0.017185			0.01607			0.01822			0.01681			0.01751			0.02021			0.011845			0.011945			0.012045			0.012535			0.013155			0.013745			0.01428			0.01536			0.01673


			GGG45_St1_2			0.01964			0.028905			0.02676			0.030105			0.028			0.029075			0.03341			0.019825			0.01996			0.020155			0.020895			0.021965			0.022655			0.023715			0.02594			0.02762


			GGG1_St3_4			0.016095			0.014885			0.015305			0.01494			0.0152			0.014945			0.014665			0.016065			0.01604			0.01594			0.015855			0.01584			0.01585			0.015825			0.01585			0.01586


			GGG2_St3_4			0.07336			0.06083			0.064845			0.06049			0.062895			0.06118			0.05807			0.07291			0.072415			0.072075			0.07101			0.070405			0.070105			0.069855			0.069845			0.069915


			GGG3_St3_4			0.02306			0.020115			0.02097			0.01987			0.02049			0.02001			0.01905			0.022995			0.02291			0.022805			0.022575			0.022335			0.02214			0.022055			0.02193			0.02196


			GGG45_St3_4			0.03827			0.033255			0.034805			0.032975			0.03403			0.03328			0.031595			0.03812			0.038			0.03789			0.03744			0.037095			0.03687			0.036585			0.036255			0.03629


			GGG1_SYMPT			0.063885			0.06009			0.06145			0.060135			0.060985			0.060375			0.0593			0.06377			0.06361			0.06345			0.06317			0.063155			0.06306			0.063025			0.062965			0.06309


			GGG2_SYMPT			0.11483			0.096325			0.10199			0.095585			0.099235			0.09685			0.09207			0.1142			0.113465			0.11289			0.111215			0.11039			0.10986			0.109505			0.10943			0.109815


			GGG3_SYMPT			0.034835			0.030455			0.031705			0.03006			0.030965			0.03035			0.028865			0.034735			0.03461			0.034475			0.034095			0.03378			0.03349			0.03332			0.033155			0.03321


			GGG45_SYMPT			0.05791			0.05067			0.05278			0.050155			0.05177			0.050745			0.048405			0.0577			0.05749			0.05734			0.056675			0.0562			0.05591			0.05552			0.05508			0.05516


			GGG1_SCRN			0			0.013135			0.00942			0.01435			0.01132			0.013525			0.019025			0.00021			6e-04			0.00086			0.00217			0.00285			0.003795			0.0048			0.006415			0.00769


			GGG2_SCRN			0			0.029795			0.02227			0.03294			0.02643			0.02967			0.04063			0.00071			0.0016			0.00235			0.005215			0.007325			0.00908			0.011025			0.01392			0.016895


			GGG3_SCRN			0			0.006845			0.005335			0.00803			0.006335			0.00717			0.010395			0.000105			0.000245			0.000375			0.001015			0.00171			0.002395			0.003015			0.004135			0.00548


			GGG45_SCRN			0			0.01149			0.008785			0.012925			0.01026			0.01161			0.0166			0.000245			0.00047			0.000705			0.00166			0.00286			0.003615			0.00478			0.007115			0.00875


			Invite_PSA			0			8.049365			3.49114			6.053835			4.350035			5.090645			6.60187			0.963265			0.950535			0.939375			0.901025			0.86795			0.84069			0.808185			0.748185			0.67561


			Attend_PSA			0			2.8997			1.26134			2.18622			1.570915			1.83235			2.378475			0.347535			0.342015			0.341			0.324085			0.31312			0.30355			0.291545			0.268975			0.243765


			Screen_Elig			0			48.827855			49.106155			48.75802			48.977925			48.851615			48.502795			49.729815			49.704085			49.685365			49.60362			49.54983			49.498455			49.44548			49.363615			49.30968


			Positive_PSA			0			0.369215			0.2156			0.352475			0.261415			0.31365			0.416695			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Invite_MPMRI			0			0.369215			0.2156			0.352475			0.261415			0.31365			0.416695			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Attend_MPMRI			0			0.369215			0.2156			0.352475			0.261415			0.31365			0.416695			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Positive_MPMRI			0			0.248535			0.152035			0.244455			0.18335			0.218985			0.29364			0.01091			0.017595			0.023355			0.037365			0.045595			0.051045			0.05863			0.072155			0.081855


			Invite_Biopsy			0			0.248535			0.152035			0.244455			0.18335			0.218985			0.29364			0.01091			0.017595			0.023355			0.037365			0.045595			0.051045			0.05863			0.072155			0.081855


			Attend_Biopsy			0			0.21169			0.12966			0.20881			0.156395			0.186605			0.25016			0.00936			0.01516			0.019995			0.031605			0.03886			0.04349			0.049865			0.061005			0.069765


			Positive_Biopsy			0			0.06348			0.04683			0.07013			0.0557			0.063675			0.088795			0.00144			0.003165			0.004555			0.01037			0.01497			0.019165			0.02384			0.0318			0.038935


			FP			0			0.002215			0.00102			0.001885			0.001355			0.0017			0.002145			0.00017			0.00025			0.000265			0.00031			0.000225			0.00028			0.00022			0.000215			0.00012


			PC			0			0.061265			0.04581			0.068245			0.054345			0.061975			0.08665			0.00127			0.002915			0.00429			0.01006			0.014745			0.018885			0.02362			0.031585			0.038815









final/Black_sc2_lifetime.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			6459.54068208948			6678.79786540566			6573.71872317344			6648.95234336074			6594.46096697164			6615.88973842604			6678.14245503199			6480.43089515892			6479.55344807337			6479.99328075982			6484.86695403575			6489.04055496253			6494.86651454831			6501.44126863739			6514.79238930567			6527.91754281148


			Cancer_COSTS			6459.54068208948			6473.07007176723			6475.93059993334			6485.53504231231			6474.48873612868			6479.66456813334			6503.16851550697			6458.01789186032			6456.29385571513			6455.65215157703			6459.37505554427			6463.45345609431			6469.14411650931			6475.29937663134			6487.81479288458			6501.33276578163


			DIAG_COSTS			0			96.4057306638688			55.1850985813453			89.7526645672692			66.9740322831821			78.298000194016			102.056101642012			5.63981197681159			8.35052375249204			10.5279716305845			14.3857827276812			15.9238669687249			16.9813142719491			18.3009757176919			20.4413959464646			21.252056820106


			SCREEN_COSTS			0			109.322062974561			42.6030246587515			73.664636481167			52.9981985597789			57.927170098683			72.9178378830073			16.7731913217891			14.9090686057504			13.8131575521964			11.1061157638048			9.66323189949376			8.74108376704494			7.84091628836349			6.53620047462658			5.33272020974281


			LYS			43.8816359170533			43.9146453224176			43.9024126083406			43.913291372212			43.9079286588766			43.9104717400137			43.9181344283656			43.8829751109063			43.885040495834			43.8855348962606			43.8870433067922			43.8887043288475			43.8886127490024			43.8891077230771			43.8893769433326			43.8889731934232


			QALYS			38.6199764853068			38.6327249617316			38.627146005453			38.6305413693995			38.629617783123			38.6298385759287			38.6309265192512			38.6205915282942			38.6219460714505			38.6220448885636			38.6221369481296			38.6226849875037			38.6219569288305			38.6216044557215			38.6210390962255			38.6203816021286


			St1_SYMPT			0.06905			0.065355			0.06642			0.06491			0.06594			0.065475			0.0641			0.06897			0.06883			0.06876			0.06846			0.06821			0.068075			0.067955			0.06779			0.067965


			St2_SYMPT			0.051625			0.04407			0.0463			0.043725			0.04521			0.044195			0.04225			0.051375			0.051045			0.050775			0.05			0.049885			0.04961			0.049465			0.04944			0.049845


			St3_SYMPT			0.07211			0.060295			0.06414			0.06004			0.06263			0.0607			0.05773			0.07166			0.071205			0.070875			0.069865			0.06932			0.069055			0.06884			0.068945			0.06931


			St4_SYMPT			0.078675			0.069145			0.07215			0.06865			0.07039			0.06909			0.065985			0.07848			0.0782			0.077895			0.077145			0.07655			0.076035			0.07563			0.07492			0.0747


			ALL_incidence			0.27146			0.298055			0.292935			0.303245			0.296415			0.29945			0.314215			0.27169			0.272085			0.27242			0.27508			0.277955			0.280805			0.28446			0.291205			0.298705


			St1_SCRN			0			0.055525			0.04087			0.061835			0.048785			0.055875			0.078595			0.001125			0.00264			0.00376			0.00888			0.01292			0.01654			0.020635			0.027165			0.032525


			St2_SCRN			0			0.00321			0.00274			0.003635			0.00312			0.003695			0.00497			7.5e-05			0.000145			0.000325			0.000645			0.00094			0.00133			0.00176			0.00265			0.00398


			St3_SCRN			0			3e-04			0.00022			0.00027			0.000215			0.000245			0.00034			5e-06			1.5e-05			2e-05			6e-05			1e-04			0.00011			0.000135			0.000215			0.00029


			St4_SCRN			0			0.000155			9.5e-05			0.00018			0.000125			0.000175			0.000245			0			5e-06			1e-05			2.5e-05			3e-05			5e-05			4e-05			8e-05			9e-05


			St1_MORT			0.001165			0.001935			0.0017			0.001955			0.00179			0.00194			0.00222			0.00119			0.0012			0.00121			0.001335			0.001325			0.00139			0.001435			0.00158			0.00166


			St2_MORT			0.001595			0.001515			0.001505			0.001475			0.00152			0.0015			0.001475			0.001605			0.001585			0.0016			0.00158			0.00153			0.00156			0.00157			0.001595			0.00163


			St3_MORT			0.01068			0.0088			0.009545			0.00891			0.009325			0.008895			0.00847			0.01058			0.010425			0.01046			0.010315			0.01026			0.010265			0.010275			0.010295			0.010385


			St4_MORT			0.056195			0.04914			0.05145			0.048985			0.050135			0.04917			0.0471			0.056035			0.05582			0.055585			0.055015			0.05459			0.0543			0.054055			0.053675			0.0535


			MORT			0.069635			0.06139			0.0642			0.061325			0.06277			0.061505			0.059265			0.06941			0.06903			0.068855			0.068245			0.067705			0.067515			0.067335			0.067145			0.067175


			GGG1_St1_2			0.04779			0.058035			0.055265			0.059195			0.05672			0.058575			0.063205			0.047915			0.048145			0.048355			0.04941			0.050025			0.050865			0.051815			0.053315			0.05458


			GGG2_St1_2			0.04147			0.064525			0.058745			0.067215			0.062085			0.064555			0.07381			0.041975			0.04262			0.04309			0.04526			0.046995			0.04849			0.050355			0.052995			0.055955


			GGG3_St1_2			0.011775			0.01705			0.01592			0.01801			0.01661			0.01733			0.019975			0.01184			0.01194			0.012035			0.012485			0.01308			0.01367			0.014165			0.015215			0.016555


			GGG45_St1_2			0.01964			0.02855			0.0264			0.029685			0.02764			0.02878			0.032925			0.019815			0.019955			0.02014			0.02083			0.021855			0.02253			0.02348			0.02552			0.027225


			GGG1_St3_4			0.016095			0.014925			0.015325			0.014995			0.01525			0.015005			0.014735			0.016065			0.016045			0.015945			0.015865			0.015855			0.015875			0.01583			0.015855			0.015875


			GGG2_St3_4			0.07336			0.06125			0.065235			0.06097			0.06326			0.061615			0.0585			0.07294			0.07246			0.07213			0.071115			0.070605			0.070275			0.070005			0.069975			0.07014


			GGG3_St3_4			0.02306			0.02023			0.02106			0.01998			0.020625			0.02011			0.01918			0.023005			0.022915			0.02282			0.022605			0.02238			0.02217			0.02211			0.021965			0.022


			GGG45_St3_4			0.03827			0.03349			0.034985			0.033195			0.034225			0.03348			0.031885			0.038135			0.038005			0.037905			0.03751			0.03716			0.03693			0.0367			0.036365			0.036375


			GGG1_SYMPT			0.063885			0.060295			0.06153			0.0603			0.061135			0.060535			0.059515			0.063775			0.063635			0.063455			0.06321			0.063195			0.063125			0.06306			0.063			0.063155


			GGG2_SYMPT			0.11483			0.096945			0.102605			0.09633			0.099835			0.09745			0.09272			0.114245			0.113525			0.11297			0.11137			0.11066			0.110125			0.109765			0.10965			0.11011


			GGG3_SYMPT			0.034835			0.03063			0.031865			0.030255			0.031175			0.030485			0.02907			0.03475			0.034615			0.034515			0.034135			0.03384			0.03353			0.033405			0.03321			0.03328


			GGG45_SYMPT			0.05791			0.050995			0.05301			0.05044			0.052025			0.05099			0.04876			0.057715			0.057505			0.057365			0.056755			0.05627			0.055995			0.05566			0.055235			0.055275


			GGG1_SCRN			0			0.012665			0.00906			0.01389			0.010835			0.013045			0.018425			0.000205			0.000555			0.000845			0.002065			0.002685			0.003615			0.004585			0.00617			0.0073


			GGG2_SCRN			0			0.02883			0.021375			0.031855			0.02551			0.02872			0.03959			0.00067			0.001555			0.00225			0.005005			0.00694			0.00864			0.010595			0.01332			0.015985


			GGG3_SCRN			0			0.00665			0.005115			0.007735			0.00606			0.006955			0.010085			9.5e-05			0.00024			0.00034			0.000955			0.00162			0.00231			0.00287			0.00397			0.005275


			GGG45_SCRN			0			0.011045			0.008375			0.01244			0.00984			0.01127			0.01605			0.000235			0.000455			0.00068			0.001585			0.002745			0.003465			0.00452			0.00665			0.008325


			Invite_PSA			0			8.05788			3.493325			6.061315			4.353955			5.09841			6.61528			0.963265			0.950535			0.939375			0.901025			0.86795			0.84069			0.808185			0.748185			0.67561


			Attend_PSA			0			2.902585			1.26214			2.18873			1.57227			1.835235			2.383355			0.347535			0.342015			0.341			0.324085			0.31312			0.30355			0.291545			0.268975			0.243765


			Screen_Elig			0			48.886315			49.14347			48.81294			49.022995			48.900515			48.56325			49.733665			49.709755			49.690895			49.61426			49.562965			49.51262			49.460675			49.385105			49.332385


			Positive_PSA			0			0.3721			0.2164			0.354985			0.26277			0.316535			0.421575			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Invite_MPMRI			0			0.3721			0.2164			0.354985			0.26277			0.316535			0.421575			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Attend_MPMRI			0			0.3721			0.2164			0.354985			0.26277			0.316535			0.421575			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Positive_MPMRI			0			0.174605			0.11464			0.1804			0.1375			0.163435			0.22281			0.006155			0.01067			0.015105			0.027415			0.03515			0.04165			0.049265			0.06359			0.074795


			Invite_Biopsy			0			0.174605			0.11464			0.1804			0.1375			0.163435			0.22281			0.006155			0.01067			0.015105			0.027415			0.03515			0.04165			0.049265			0.06359			0.074795


			Attend_Biopsy			0			0.148595			0.097605			0.153625			0.117015			0.138815			0.18925			0.005275			0.00932			0.012955			0.02314			0.029865			0.03536			0.04183			0.053715			0.063765


			Positive_Biopsy			0			0.060215			0.04443			0.066775			0.05288			0.06077			0.085115			0.001275			0.00292			0.004255			0.00974			0.014095			0.018125			0.022665			0.03018			0.036935


			FP			0			0.001025			0.000505			0.000855			0.000635			0.00078			0.000965			7e-05			0.000115			0.00014			0.00013			0.000105			9.5e-05			9.5e-05			7e-05			5e-05


			PC			0			0.05919			0.043925			0.06592			0.052245			0.05999			0.08415			0.001205			0.002805			0.004115			0.00961			0.01399			0.01803			0.02257			0.03011			0.036885









final/Black_sc3_lifetime.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			6716.62057545063			6903.16828038077			6809.42786553514			6873.16340364519			6824.29095774721			6842.01942044911			6895.38678670638			6736.53867092118			6734.43387532611			6733.83989956677			6736.50892572776			6739.22129918429			6743.99743941745			6749.57232138052			6762.04109101349			6775.30948220298


			Cancer_COSTS			6716.62057545063			6697.44048674234			6711.63974229504			6709.74610259676			6704.31872690425			6705.79425015641			6720.41284718136			6714.12566762258			6711.17428296787			6709.49877038399			6711.01702723627			6713.63420031607			6718.27504137845			6723.43042937446			6735.0634945924			6748.72470517313


			DIAG_COSTS			0			96.4057306638688			55.1850985813453			89.7526645672692			66.9740322831821			78.298000194016			102.056101642012			5.63981197681159			8.35052375249204			10.5279716305845			14.3857827276812			15.9238669687249			16.9813142719491			18.3009757176919			20.4413959464646			21.252056820106


			SCREEN_COSTS			0			109.322062974561			42.6030246587515			73.664636481167			52.9981985597789			57.927170098683			72.9178378830073			16.7731913217891			14.9090686057504			13.8131575521964			11.1061157638048			9.66323189949376			8.74108376704494			7.84091628836349			6.53620047462658			5.33272020974281


			LYS			43.8894428476343			43.9214606269764			43.9094454877654			43.919968501131			43.9149678744748			43.9172415115511			43.9246944912945			43.8907699683981			43.8927938279069			43.8932139696357			43.8946395164026			43.8962482713912			43.8961549212301			43.8967367392018			43.8969451315722			43.8965331353632


			QALYS			38.6249454727484			38.6370270927807			38.6316145382904			38.6347765091182			38.6340784225413			38.6341231215207			38.6350829698954			38.6255524292365			38.6268776914045			38.626933233492			38.6269591062018			38.627490417231			38.6267660194764			38.6264675347707			38.6258649596106			38.6251884197762


			St1_SYMPT			0.06905			0.065355			0.06642			0.06491			0.06594			0.065475			0.0641			0.06897			0.06883			0.06876			0.06846			0.06821			0.068075			0.067955			0.06779			0.067965


			St2_SYMPT			0.051625			0.04407			0.0463			0.043725			0.04521			0.044195			0.04225			0.051375			0.051045			0.050775			0.05			0.049885			0.04961			0.049465			0.04944			0.049845


			St3_SYMPT			0.07211			0.060295			0.06414			0.06004			0.06263			0.0607			0.05773			0.07166			0.071205			0.070875			0.069865			0.06932			0.069055			0.06884			0.068945			0.06931


			St4_SYMPT			0.078675			0.069145			0.07215			0.06865			0.07039			0.06909			0.065985			0.07848			0.0782			0.077895			0.077145			0.07655			0.076035			0.07563			0.07492			0.0747


			ALL_incidence			0.27146			0.298055			0.292935			0.303245			0.296415			0.29945			0.314215			0.27169			0.272085			0.27242			0.27508			0.277955			0.280805			0.28446			0.291205			0.298705


			St1_SCRN			0			0.055525			0.04087			0.061835			0.048785			0.055875			0.078595			0.001125			0.00264			0.00376			0.00888			0.01292			0.01654			0.020635			0.027165			0.032525


			St2_SCRN			0			0.00321			0.00274			0.003635			0.00312			0.003695			0.00497			7.5e-05			0.000145			0.000325			0.000645			0.00094			0.00133			0.00176			0.00265			0.00398


			St3_SCRN			0			3e-04			0.00022			0.00027			0.000215			0.000245			0.00034			5e-06			1.5e-05			2e-05			6e-05			1e-04			0.00011			0.000135			0.000215			0.00029


			St4_SCRN			0			0.000155			9.5e-05			0.00018			0.000125			0.000175			0.000245			0			5e-06			1e-05			2.5e-05			3e-05			5e-05			4e-05			8e-05			9e-05


			St1_MORT			0.001165			0.001935			0.0017			0.001955			0.00179			0.00194			0.00222			0.00119			0.0012			0.00121			0.001335			0.001325			0.00139			0.001435			0.00158			0.00166


			St2_MORT			0.001595			0.001515			0.001505			0.001475			0.00152			0.0015			0.001475			0.001605			0.001585			0.0016			0.00158			0.00153			0.00156			0.00157			0.001595			0.00163


			St3_MORT			0.010675			0.008795			0.00954			0.008905			0.00932			0.00889			0.008465			0.010575			0.01042			0.010455			0.01031			0.010255			0.01026			0.01027			0.01029			0.01038


			St4_MORT			0.054765			0.04785			0.050125			0.047735			0.04882			0.04791			0.04589			0.054605			0.054395			0.054165			0.053605			0.05319			0.052935			0.05267			0.05232			0.05214


			MORT			0.0682			0.060095			0.06287			0.06007			0.06145			0.06024			0.05805			0.067975			0.0676			0.06743			0.06683			0.0663			0.066145			0.065945			0.065785			0.06581


			GGG1_St1_2			0.04779			0.058035			0.055265			0.059195			0.05672			0.058575			0.063205			0.047915			0.048145			0.048355			0.04941			0.050025			0.050865			0.051815			0.053315			0.05458


			GGG2_St1_2			0.04147			0.064525			0.058745			0.067215			0.062085			0.064555			0.07381			0.041975			0.04262			0.04309			0.04526			0.046995			0.04849			0.050355			0.052995			0.055955


			GGG3_St1_2			0.011775			0.01705			0.01592			0.01801			0.01661			0.01733			0.019975			0.01184			0.01194			0.012035			0.012485			0.01308			0.01367			0.014165			0.015215			0.016555


			GGG45_St1_2			0.01964			0.02855			0.0264			0.029685			0.02764			0.02878			0.032925			0.019815			0.019955			0.02014			0.02083			0.021855			0.02253			0.02348			0.02552			0.027225


			GGG1_St3_4			0.016095			0.014925			0.015325			0.014995			0.01525			0.015005			0.014735			0.016065			0.016045			0.015945			0.015865			0.015855			0.015875			0.01583			0.015855			0.015875


			GGG2_St3_4			0.07336			0.06125			0.065235			0.06097			0.06326			0.061615			0.0585			0.07294			0.07246			0.07213			0.071115			0.070605			0.070275			0.070005			0.069975			0.07014


			GGG3_St3_4			0.02306			0.02023			0.02106			0.01998			0.020625			0.02011			0.01918			0.023005			0.022915			0.02282			0.022605			0.02238			0.02217			0.02211			0.021965			0.022


			GGG45_St3_4			0.03827			0.03349			0.034985			0.033195			0.034225			0.03348			0.031885			0.038135			0.038005			0.037905			0.03751			0.03716			0.03693			0.0367			0.036365			0.036375


			GGG1_SYMPT			0.063885			0.060295			0.06153			0.0603			0.061135			0.060535			0.059515			0.063775			0.063635			0.063455			0.06321			0.063195			0.063125			0.06306			0.063			0.063155


			GGG2_SYMPT			0.11483			0.096945			0.102605			0.09633			0.099835			0.09745			0.09272			0.114245			0.113525			0.11297			0.11137			0.11066			0.110125			0.109765			0.10965			0.11011


			GGG3_SYMPT			0.034835			0.03063			0.031865			0.030255			0.031175			0.030485			0.02907			0.03475			0.034615			0.034515			0.034135			0.03384			0.03353			0.033405			0.03321			0.03328


			GGG45_SYMPT			0.05791			0.050995			0.05301			0.05044			0.052025			0.05099			0.04876			0.057715			0.057505			0.057365			0.056755			0.05627			0.055995			0.05566			0.055235			0.055275


			GGG1_SCRN			0			0.012665			0.00906			0.01389			0.010835			0.013045			0.018425			0.000205			0.000555			0.000845			0.002065			0.002685			0.003615			0.004585			0.00617			0.0073


			GGG2_SCRN			0			0.02883			0.021375			0.031855			0.02551			0.02872			0.03959			0.00067			0.001555			0.00225			0.005005			0.00694			0.00864			0.010595			0.01332			0.015985


			GGG3_SCRN			0			0.00665			0.005115			0.007735			0.00606			0.006955			0.010085			9.5e-05			0.00024			0.00034			0.000955			0.00162			0.00231			0.00287			0.00397			0.005275


			GGG45_SCRN			0			0.011045			0.008375			0.01244			0.00984			0.01127			0.01605			0.000235			0.000455			0.00068			0.001585			0.002745			0.003465			0.00452			0.00665			0.008325


			Invite_PSA			0			8.05788			3.493325			6.061315			4.353955			5.09841			6.61528			0.963265			0.950535			0.939375			0.901025			0.86795			0.84069			0.808185			0.748185			0.67561


			Attend_PSA			0			2.902585			1.26214			2.18873			1.57227			1.835235			2.383355			0.347535			0.342015			0.341			0.324085			0.31312			0.30355			0.291545			0.268975			0.243765


			Screen_Elig			0			48.886315			49.14347			48.81294			49.022995			48.900515			48.56325			49.733665			49.709755			49.690895			49.61426			49.562965			49.51262			49.460675			49.385105			49.332385


			Positive_PSA			0			0.3721			0.2164			0.354985			0.26277			0.316535			0.421575			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Invite_MPMRI			0			0.3721			0.2164			0.354985			0.26277			0.316535			0.421575			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Attend_MPMRI			0			0.3721			0.2164			0.354985			0.26277			0.316535			0.421575			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Positive_MPMRI			0			0.174605			0.11464			0.1804			0.1375			0.163435			0.22281			0.006155			0.01067			0.015105			0.027415			0.03515			0.04165			0.049265			0.06359			0.074795


			Invite_Biopsy			0			0.174605			0.11464			0.1804			0.1375			0.163435			0.22281			0.006155			0.01067			0.015105			0.027415			0.03515			0.04165			0.049265			0.06359			0.074795


			Attend_Biopsy			0			0.148595			0.097605			0.153625			0.117015			0.138815			0.18925			0.005275			0.00932			0.012955			0.02314			0.029865			0.03536			0.04183			0.053715			0.063765


			Positive_Biopsy			0			0.060215			0.04443			0.066775			0.05288			0.06077			0.085115			0.001275			0.00292			0.004255			0.00974			0.014095			0.018125			0.022665			0.03018			0.036935


			FP			0			0.001025			0.000505			0.000855			0.000635			0.00078			0.000965			7e-05			0.000115			0.00014			0.00013			0.000105			9.5e-05			9.5e-05			7e-05			5e-05


			PC			0			0.05919			0.043925			0.06592			0.052245			0.05999			0.08415			0.001205			0.002805			0.004115			0.00961			0.01399			0.01803			0.02257			0.03011			0.036885









final/Black_sc4_lifetime.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			7415.21487029642			7506.89961055312			7446.7837097789			7478.15467773304			7448.18946672322			7454.00467241384			7486.40361560871			7431.48475240745			7425.12642926349			7421.25923379244			7418.86692245402			7417.27686394021			7422.40473218204			7426.47730048465			7440.46260333262			7456.58225528549


			Cancer_COSTS			7415.21487029642			7301.17181691469			7348.9955865388			7314.7373766846			7328.21723588026			7317.77950212114			7311.42967608369			7409.07174910885			7401.86683690525			7396.91810460966			7393.37502396253			7391.68976507199			7396.68233414304			7400.33540847859			7413.48500691153			7429.99747825564


			DIAG_COSTS			0			96.4057306638688			55.1850985813453			89.7526645672692			66.9740322831821			78.298000194016			102.056101642012			5.63981197681159			8.35052375249204			10.5279716305845			14.3857827276812			15.9238669687249			16.9813142719491			18.3009757176919			20.4413959464646			21.252056820106


			SCREEN_COSTS			0			109.322062974561			42.6030246587515			73.664636481167			52.9981985597789			57.927170098683			72.9178378830073			16.7731913217891			14.9090686057504			13.8131575521964			11.1061157638048			9.66323189949376			8.74108376704494			7.84091628836349			6.53620047462658			5.33272020974281


			LYS			43.9036112612748			43.9337031039358			43.9221577210732			43.9319813898887			43.9276066394689			43.9295399699356			43.9365612341001			43.9047864854044			43.9067956871341			43.9070539966591			43.9084612686013			43.9097924280832			43.90979313259			43.9104763261316			43.9107290164097			43.9103453262313


			QALYS			38.633872461677			38.6447376164305			38.6396571833056			38.6423957159843			38.6420767130097			38.6418994566371			38.6426071142848			38.6343823172382			38.6356961924169			38.6356480020037			38.635687086384			38.6360411298147			38.6353521695651			38.6351547361788			38.6345472644739			38.6338992120745


			St1_SYMPT			0.06905			0.065355			0.06642			0.06491			0.06594			0.065475			0.0641			0.06897			0.06883			0.06876			0.06846			0.06821			0.068075			0.067955			0.06779			0.067965


			St2_SYMPT			0.051625			0.04407			0.0463			0.043725			0.04521			0.044195			0.04225			0.051375			0.051045			0.050775			0.05			0.049885			0.04961			0.049465			0.04944			0.049845


			St3_SYMPT			0.07211			0.060295			0.06414			0.06004			0.06263			0.0607			0.05773			0.07166			0.071205			0.070875			0.069865			0.06932			0.069055			0.06884			0.068945			0.06931


			St4_SYMPT			0.078675			0.069145			0.07215			0.06865			0.07039			0.06909			0.065985			0.07848			0.0782			0.077895			0.077145			0.07655			0.076035			0.07563			0.07492			0.0747


			ALL_incidence			0.27146			0.298055			0.292935			0.303245			0.296415			0.29945			0.314215			0.27169			0.272085			0.27242			0.27508			0.277955			0.280805			0.28446			0.291205			0.298705


			St1_SCRN			0			0.055525			0.04087			0.061835			0.048785			0.055875			0.078595			0.001125			0.00264			0.00376			0.00888			0.01292			0.01654			0.020635			0.027165			0.032525


			St2_SCRN			0			0.00321			0.00274			0.003635			0.00312			0.003695			0.00497			7.5e-05			0.000145			0.000325			0.000645			0.00094			0.00133			0.00176			0.00265			0.00398


			St3_SCRN			0			3e-04			0.00022			0.00027			0.000215			0.000245			0.00034			5e-06			1.5e-05			2e-05			6e-05			1e-04			0.00011			0.000135			0.000215			0.00029


			St4_SCRN			0			0.000155			9.5e-05			0.00018			0.000125			0.000175			0.000245			0			5e-06			1e-05			2.5e-05			3e-05			5e-05			4e-05			8e-05			9e-05


			St1_MORT			0.001165			0.001935			0.0017			0.001955			0.00179			0.00194			0.00222			0.00119			0.0012			0.00121			0.001335			0.001325			0.00139			0.001435			0.00158			0.00166


			St2_MORT			0.001595			0.001515			0.001505			0.001475			0.00152			0.0015			0.001475			0.001605			0.001585			0.0016			0.00158			0.00153			0.00156			0.00157			0.001595			0.00163


			St3_MORT			0.010565			0.008705			0.00944			0.00882			0.00922			0.0088			0.008385			0.010465			0.010315			0.01035			0.010205			0.010145			0.010165			0.010165			0.01019			0.010275


			St4_MORT			0.051715			0.04525			0.0474			0.04519			0.04618			0.045365			0.04345			0.051565			0.05136			0.05115			0.05067			0.050285			0.05001			0.049765			0.04941			0.04927


			MORT			0.06504			0.057405			0.060045			0.05744			0.05871			0.057605			0.05553			0.064825			0.06446			0.06431			0.06379			0.063285			0.063125			0.062935			0.062775			0.062835


			GGG1_St1_2			0.04779			0.058035			0.055265			0.059195			0.05672			0.058575			0.063205			0.047915			0.048145			0.048355			0.04941			0.050025			0.050865			0.051815			0.053315			0.05458


			GGG2_St1_2			0.04147			0.064525			0.058745			0.067215			0.062085			0.064555			0.07381			0.041975			0.04262			0.04309			0.04526			0.046995			0.04849			0.050355			0.052995			0.055955


			GGG3_St1_2			0.011775			0.01705			0.01592			0.01801			0.01661			0.01733			0.019975			0.01184			0.01194			0.012035			0.012485			0.01308			0.01367			0.014165			0.015215			0.016555


			GGG45_St1_2			0.01964			0.02855			0.0264			0.029685			0.02764			0.02878			0.032925			0.019815			0.019955			0.02014			0.02083			0.021855			0.02253			0.02348			0.02552			0.027225


			GGG1_St3_4			0.016095			0.014925			0.015325			0.014995			0.01525			0.015005			0.014735			0.016065			0.016045			0.015945			0.015865			0.015855			0.015875			0.01583			0.015855			0.015875


			GGG2_St3_4			0.07336			0.06125			0.065235			0.06097			0.06326			0.061615			0.0585			0.07294			0.07246			0.07213			0.071115			0.070605			0.070275			0.070005			0.069975			0.07014


			GGG3_St3_4			0.02306			0.02023			0.02106			0.01998			0.020625			0.02011			0.01918			0.023005			0.022915			0.02282			0.022605			0.02238			0.02217			0.02211			0.021965			0.022


			GGG45_St3_4			0.03827			0.03349			0.034985			0.033195			0.034225			0.03348			0.031885			0.038135			0.038005			0.037905			0.03751			0.03716			0.03693			0.0367			0.036365			0.036375


			GGG1_SYMPT			0.063885			0.060295			0.06153			0.0603			0.061135			0.060535			0.059515			0.063775			0.063635			0.063455			0.06321			0.063195			0.063125			0.06306			0.063			0.063155


			GGG2_SYMPT			0.11483			0.096945			0.102605			0.09633			0.099835			0.09745			0.09272			0.114245			0.113525			0.11297			0.11137			0.11066			0.110125			0.109765			0.10965			0.11011


			GGG3_SYMPT			0.034835			0.03063			0.031865			0.030255			0.031175			0.030485			0.02907			0.03475			0.034615			0.034515			0.034135			0.03384			0.03353			0.033405			0.03321			0.03328


			GGG45_SYMPT			0.05791			0.050995			0.05301			0.05044			0.052025			0.05099			0.04876			0.057715			0.057505			0.057365			0.056755			0.05627			0.055995			0.05566			0.055235			0.055275


			GGG1_SCRN			0			0.012665			0.00906			0.01389			0.010835			0.013045			0.018425			0.000205			0.000555			0.000845			0.002065			0.002685			0.003615			0.004585			0.00617			0.0073


			GGG2_SCRN			0			0.02883			0.021375			0.031855			0.02551			0.02872			0.03959			0.00067			0.001555			0.00225			0.005005			0.00694			0.00864			0.010595			0.01332			0.015985


			GGG3_SCRN			0			0.00665			0.005115			0.007735			0.00606			0.006955			0.010085			9.5e-05			0.00024			0.00034			0.000955			0.00162			0.00231			0.00287			0.00397			0.005275


			GGG45_SCRN			0			0.011045			0.008375			0.01244			0.00984			0.01127			0.01605			0.000235			0.000455			0.00068			0.001585			0.002745			0.003465			0.00452			0.00665			0.008325


			Invite_PSA			0			8.05788			3.493325			6.061315			4.353955			5.09841			6.61528			0.963265			0.950535			0.939375			0.901025			0.86795			0.84069			0.808185			0.748185			0.67561


			Attend_PSA			0			2.902585			1.26214			2.18873			1.57227			1.835235			2.383355			0.347535			0.342015			0.341			0.324085			0.31312			0.30355			0.291545			0.268975			0.243765


			Screen_Elig			0			48.886315			49.14347			48.81294			49.022995			48.900515			48.56325			49.733665			49.709755			49.690895			49.61426			49.562965			49.51262			49.460675			49.385105			49.332385


			Positive_PSA			0			0.3721			0.2164			0.354985			0.26277			0.316535			0.421575			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Invite_MPMRI			0			0.3721			0.2164			0.354985			0.26277			0.316535			0.421575			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Attend_MPMRI			0			0.3721			0.2164			0.354985			0.26277			0.316535			0.421575			0.01824			0.028145			0.03701			0.054305			0.062655			0.06819			0.07598			0.088885			0.097425


			Positive_MPMRI			0			0.174605			0.11464			0.1804			0.1375			0.163435			0.22281			0.006155			0.01067			0.015105			0.027415			0.03515			0.04165			0.049265			0.06359			0.074795


			Invite_Biopsy			0			0.174605			0.11464			0.1804			0.1375			0.163435			0.22281			0.006155			0.01067			0.015105			0.027415			0.03515			0.04165			0.049265			0.06359			0.074795


			Attend_Biopsy			0			0.148595			0.097605			0.153625			0.117015			0.138815			0.18925			0.005275			0.00932			0.012955			0.02314			0.029865			0.03536			0.04183			0.053715			0.063765


			Positive_Biopsy			0			0.060215			0.04443			0.066775			0.05288			0.06077			0.085115			0.001275			0.00292			0.004255			0.00974			0.014095			0.018125			0.022665			0.03018			0.036935


			FP			0			0.001025			0.000505			0.000855			0.000635			0.00078			0.000965			7e-05			0.000115			0.00014			0.00013			0.000105			9.5e-05			9.5e-05			7e-05			5e-05


			PC			0			0.05919			0.043925			0.06592			0.052245			0.05999			0.08415			0.001205			0.002805			0.004115			0.00961			0.01399			0.01803			0.02257			0.03011			0.036885









final/Family_sc1_lifetime.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			5796.28391505752			5956.72310525601			5881.02997506862			5938.66246723716			5904.26900061187			5917.44864849092			5967.02851131833			5808.62685170399			5810.79414302982			5811.02124530089			5814.99974873956			5818.39181752599			5821.54813867098			5827.48467348275			5839.71574510522			5856.67383694864


			Cancer_COSTS			5796.28391505752			5803.48903936281			5803.98145492454			5807.81059144751			5806.77882014775			5804.21898408827			5817.1918816949			5796.00884881813			5795.88497259143			5794.5297529531			5795.64731033172			5797.61600171439			5800.17729913566			5804.97612056631			5815.13307272803			5830.48513897135


			DIAG_COSTS			0			81.1732543823314			46.0536033062609			77.179808078669			58.1979895470933			68.6169958248881			92.055136004252			3.93368972337802			6.33774434965828			8.00819752556976			11.4296709310905			13.2579688927901			14.2111659827788			15.7223411264421			18.4626586501495			20.7869524822323


			SCREEN_COSTS			0			72.0608115108694			30.9949168378145			53.6720677109859			39.2921909170228			44.6126685777619			57.781493619175			8.6843131624769			8.57142608873983			8.48329482222445			7.92276747675361			7.51784691881291			7.15967355253676			6.78621178999406			6.12001372704153			5.40174549505807


			LYS			43.9892223415584			44.004328271136			43.9999745168311			44.0058143162971			44.0026769694421			44.0037433927592			44.0086383054366			43.9895786055679			43.9901669020511			43.9909903359888			43.9912204972147			43.992849662129			43.9933123328374			43.9938208273857			43.9944081109567			43.9945714081895


			QALYS			38.8534897366381			38.8585037338121			38.8572117294242			38.859137609629			38.8579718934577			38.8582114741791			38.859037158289			38.8536477688472			38.8539224436678			38.8544696119213			38.8541405369059			38.8548221030313			38.8548346008867			38.8546516832952			38.854316396727			38.8534839331653


			St1_SYMPT			0.0511			0.04928			0.04975			0.048905			0.04934			0.049225			0.048465			0.05107			0.050985			0.050925			0.050815			0.050645			0.050545			0.050485			0.0503			0.0503


			St2_SYMPT			0.033265			0.029885			0.030855			0.029655			0.03021			0.02969			0.028625			0.033205			0.03306			0.03296			0.03259			0.032415			0.032255			0.032065			0.032125			0.03214


			St3_SYMPT			0.04762			0.042295			0.04389			0.041955			0.04298			0.042075			0.04028			0.04747			0.04734			0.047225			0.046595			0.04627			0.046015			0.04584			0.04547			0.045585


			St4_SYMPT			0.05866			0.053905			0.05505			0.053135			0.05417			0.05361			0.05148			0.058585			0.0585			0.058385			0.057925			0.05741			0.057075			0.05668			0.056125			0.055715


			ALL_incidence			0.190645			0.203385			0.201435			0.206825			0.2043			0.20419			0.21294			0.190725			0.190895			0.191			0.19218			0.19384			0.195585			0.19823			0.203785			0.212145


			St1_SCRN			0			0.026485			0.020485			0.031345			0.02584			0.02774			0.04136			0.000375			0.000945			0.001435			0.00398			0.00656			0.008965			0.01216			0.017785			0.02567


			St2_SCRN			0			0.001345			0.00124			0.001665			0.00155			0.001655			0.00244			1.5e-05			5.5e-05			5.5e-05			0.000255			0.000485			0.00066			9e-04			0.001805			0.00247


			St3_SCRN			0			8.5e-05			9.5e-05			9.5e-05			0.000105			0.00011			0.00015			0			5e-06			1e-05			1.5e-05			4e-05			6e-05			5e-05			0.00013			0.000205


			St4_SCRN			0			0.000105			7e-05			7e-05			0.000105			8.5e-05			0.00014			5e-06			5e-06			5e-06			5e-06			1.5e-05			1e-05			5e-05			4.5e-05			6e-05


			St1_MORT			0.000845			0.001185			0.001095			0.00126			0.001155			0.0012			0.001425			0.000855			0.00085			0.00084			0.000895			0.000925			0.000965			0.00102			0.001115			0.001225


			St2_MORT			0.00093			0.000935			0.00095			0.000905			0.00092			0.00094			0.00093			0.00093			0.00093			0.00093			0.000925			0.00094			0.000935			0.00092			0.000935			0.000955


			St3_MORT			0.00651			0.005825			0.00592			0.0057			0.005835			0.00581			0.00558			0.006485			0.00647			0.006435			0.006405			0.006315			0.00631			0.006245			0.006275			0.00631


			St4_MORT			0.041185			0.037615			0.03863			0.03725			0.037995			0.03753			0.036045			0.041125			0.041065			0.040965			0.040695			0.040285			0.040035			0.039855			0.03957			0.039215


			MORT			0.04947			0.04556			0.046595			0.045115			0.045905			0.04548			0.04398			0.049395			0.049315			0.04917			0.04892			0.048465			0.048245			0.04804			0.047895			0.047705


			GGG1_St1_2			0.031845			0.03672			0.035435			0.037465			0.03652			0.03702			0.039675			0.03188			0.032			0.032015			0.032625			0.03296			0.033425			0.03404			0.03538			0.036945


			GGG2_St1_2			0.029315			0.04023			0.037955			0.042365			0.040115			0.04091			0.046415			0.0295			0.029665			0.029915			0.031035			0.03214			0.033225			0.034495			0.037065			0.040445


			GGG3_St1_2			0.00895			0.0116			0.01114			0.01222			0.011745			0.011705			0.01341			0.00897			0.009015			0.00904			0.00923			0.00958			0.00993			0.01048			0.01135			0.012815


			GGG45_St1_2			0.014255			0.018445			0.0178			0.01952			0.01856			0.018675			0.02139			0.014315			0.014365			0.014405			0.01475			0.015425			0.015845			0.016595			0.01822			0.020375


			GGG1_St3_4			0.01053			0.0101			0.010185			0.01004			0.010155			0.01009			0.00993			0.01053			0.010495			0.010505			0.010455			0.01043			0.010415			0.010385			0.010325			0.01036


			GGG2_St3_4			0.049825			0.044105			0.0457			0.043405			0.044735			0.043795			0.04176			0.049675			0.04958			0.049405			0.04873			0.048355			0.048015			0.04777			0.04761			0.04751


			GGG3_St3_4			0.01699			0.015635			0.016			0.01548			0.01568			0.01552			0.01492			0.01697			0.016935			0.0169			0.01681			0.01667			0.016495			0.01645			0.016195			0.01614


			GGG45_St3_4			0.028935			0.02655			0.02722			0.02633			0.02679			0.026475			0.02544			0.028885			0.02884			0.028815			0.028545			0.02828			0.028235			0.028015			0.02764			0.027555


			GGG1_SYMPT			0.042375			0.040845			0.041295			0.040695			0.0411			0.040865			0.04031			0.04236			0.04224			0.04223			0.042115			0.042065			0.04197			0.041935			0.04183			0.04185


			GGG2_SYMPT			0.07914			0.070625			0.07308			0.06979			0.07156			0.070255			0.06735			0.07893			0.078735			0.078465			0.077495			0.076965			0.07646			0.07615			0.07592			0.075805


			GGG3_SYMPT			0.02594			0.02398			0.02447			0.02374			0.024015			0.0238			0.02298			0.02592			0.02585			0.02581			0.025655			0.025465			0.025255			0.02516			0.024875			0.024785


			GGG45_SYMPT			0.04319			0.039915			0.0407			0.039425			0.040025			0.03968			0.03821			0.04312			0.04306			0.04299			0.04266			0.042245			0.042205			0.041825			0.041395			0.0413


			GGG1_SCRN			0			0.005975			0.004325			0.00681			0.005575			0.006245			0.009295			5e-05			0.000255			0.00029			0.000965			0.001325			0.00187			0.00249			0.003875			0.005455


			GGG2_SCRN			0			0.01371			0.010575			0.01598			0.01329			0.01445			0.020825			0.000245			0.00051			0.000855			0.00227			0.00353			0.00478			0.006115			0.008755			0.01215


			GGG3_SCRN			0			0.003255			0.00267			0.00396			0.00341			0.003425			0.00535			2e-05			1e-04			0.00013			0.000385			0.000785			0.00117			0.00177			0.00267			0.00417


			GGG45_SCRN			0			0.00508			0.00432			0.006425			0.005325			0.00547			0.00862			8e-05			0.000145			0.00023			0.000635			0.00146			0.001875			0.002785			0.004465			0.00663


			Invite_PSA			0			5.44326			2.574785			4.47892			3.286275			3.940915			5.272865			0.49952			0.547015			0.577465			0.64308			0.674265			0.689105			0.69836			0.700605			0.68482


			Attend_PSA			0			1.962			0.92988			1.617075			1.18784			1.417205			1.899215			0.17963			0.19642			0.20921			0.23107			0.243985			0.248435			0.25276			0.251825			0.24674


			Screen_Elig			0			30.698685			30.81884			30.64317			30.73399			30.694235			30.485045			31.127265			31.1167			31.10998			31.071725			31.03553			31.00306			30.960755			30.88608			30.798645


			Positive_PSA			0			0.244435			0.14676			0.245505			0.185945			0.22386			0.310135			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Invite_MPMRI			0			0.244435			0.14676			0.245505			0.185945			0.22386			0.310135			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Attend_MPMRI			0			0.244435			0.14676			0.245505			0.185945			0.22386			0.310135			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Positive_MPMRI			0			0.15566			0.09646			0.159335			0.122075			0.145455			0.203465			0.00502			0.009335			0.012545			0.022125			0.028985			0.03386			0.040645			0.05382			0.068785


			Invite_Biopsy			0			0.15566			0.09646			0.159335			0.122075			0.145455			0.203465			0.00502			0.009335			0.012545			0.022125			0.028985			0.03386			0.040645			0.05382			0.068785


			Attend_Biopsy			0			0.133045			0.082165			0.13611			0.10428			0.12443			0.173785			0.004395			0.00798			0.01073			0.01887			0.024795			0.02887			0.034515			0.045885			0.05863


			Positive_Biopsy			0			0.02977			0.022775			0.034785			0.028845			0.031165			0.046225			0.000485			0.001165			0.001705			0.004505			0.00735			0.00999			0.013445			0.020055			0.028685


			FP			0			0.00175			0.000885			0.00161			0.001245			0.001575			0.002135			9e-05			0.000155			2e-04			0.00025			0.00025			0.000295			0.000285			0.00029			0.00028


			PC			0			0.02802			0.02189			0.033175			0.0276			0.02959			0.04409			0.000395			0.00101			0.001505			0.004255			0.0071			0.009695			0.01316			0.019765			0.028405









final/Family_sc2_lifetime.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			5792.92566303113			5930.22028009319			5865.76357226399			5914.58779247304			5885.45729261253			5895.88300786251			5939.29036725945			5803.90054005916			5805.34189001011			5805.20719850098			5808.49236122659			5812.0520471182			5814.75421937039			5820.40853198757			5831.99921713298			5848.12779596047


			Cancer_COSTS			5792.92566303113			5799.64565636715			5800.65806113114			5804.16962375343			5803.01224945989			5800.63379160781			5812.88020005019			5792.61028788654			5792.48917707913			5791.1950253334			5792.22479158862			5794.59417788514			5796.58564093423			5801.24131787693			5810.88651213264			5825.23434839128


			DIAG_COSTS			0			58.4667432556696			34.0976143848107			56.7010608207424			43.1283803887982			50.5869986963871			68.5443910383394			2.60593901014493			4.2812868422456			5.52887834536437			8.34480216121043			9.94002231424083			11.0089048836219			12.3810023206463			14.9926912732958			17.4917020741385


			SCREEN_COSTS			0			72.1078804703748			31.0078967480415			53.7171078988677			39.31666276385			44.6622175583185			57.8657761709226			8.6843131624769			8.57142608873983			8.48329482222445			7.92276747675361			7.51784691881291			7.15967355253676			6.78621178999406			6.12001372704153			5.40174549505807


			LYS			43.9892223415584			44.0038527563628			43.9993195613633			44.0050497481572			44.0021938607049			44.0031609470059			44.0080383908541			43.9895757496778			43.9901651507792			43.9909092346053			43.9911685907161			43.9924685940512			43.9931538260726			43.9936038441396			43.9942826329461			43.9943498691957


			QALYS			38.8534897366381			38.8587194122111			38.8570764456133			38.8591431292105			38.8580819784522			38.8582828849173			38.8592788161868			38.8536676251498			38.8539622231834			38.854465328421			38.8541783613627			38.8546474390794			38.8548301010191			38.8546341983371			38.8544129848848			38.8535934851342


			St1_SYMPT			0.0511			0.049355			0.04981			0.049005			0.04946			0.049315			0.048565			0.05107			0.050995			0.050945			0.050815			0.05068			0.050565			0.05051			0.050345			0.05034


			St2_SYMPT			0.033265			0.030025			0.030955			0.029815			0.030305			0.029835			0.028775			0.033205			0.03307			0.03297			0.03263			0.032465			0.032305			0.03212			0.032205			0.0322


			St3_SYMPT			0.04762			0.04249			0.044055			0.04215			0.043195			0.04227			0.040505			0.04747			0.047355			0.047255			0.046625			0.046345			0.04605			0.04591			0.045605			0.045665


			St4_SYMPT			0.05866			0.05407			0.055225			0.05334			0.054345			0.0538			0.051725			0.058585			0.058505			0.05839			0.05796			0.057505			0.05715			0.05677			0.056255			0.055825


			ALL_incidence			0.190645			0.20309			0.201075			0.20637			0.203925			0.203855			0.21239			0.190725			0.190905			0.191005			0.19211			0.193705			0.19537			0.19789			0.203185			0.21111


			St1_SCRN			0			0.025645			0.019685			0.03024			0.024885			0.026815			0.04013			0.000375			0.00092			0.001375			0.00382			0.0062			0.00858			0.011615			0.016915			0.024445


			St2_SCRN			0			0.001325			0.00118			0.00165			0.001525			0.001625			0.002395			1.5e-05			5e-05			5.5e-05			0.00024			0.000455			0.00065			0.000865			0.001695			0.00237


			St3_SCRN			0			8.5e-05			9.5e-05			1e-04			0.000105			0.000115			0.00016			0			5e-06			1e-05			1.5e-05			4e-05			6e-05			5e-05			0.00012			0.000205


			St4_SCRN			0			9.5e-05			7e-05			7e-05			0.000105			8e-05			0.000135			5e-06			5e-06			5e-06			5e-06			1.5e-05			1e-05			5e-05			4.5e-05			6e-05


			St1_MORT			0.000845			0.001165			0.00109			0.001245			0.00112			0.00119			0.001395			0.000855			0.00085			0.00084			0.000895			0.000925			0.00096			0.00101			0.001095			0.001195


			St2_MORT			0.00093			0.000935			0.000945			0.00091			0.00093			0.00094			0.000935			0.00093			0.00093			0.00093			0.000925			0.00094			0.000935			0.000925			0.00093			0.000955


			St3_MORT			0.00651			0.00587			0.005975			0.00576			0.005885			0.005855			0.00562			0.006485			0.00647			0.006445			0.006405			0.006345			0.00631			0.00625			0.00628			0.00633


			St4_MORT			0.041185			0.037725			0.03876			0.0374			0.038115			0.03766			0.0362			0.041125			0.04107			0.04097			0.040715			0.040365			0.04009			0.03992			0.039635			0.039295


			MORT			0.04947			0.045695			0.04677			0.045315			0.04605			0.045645			0.04415			0.049395			0.04932			0.049185			0.04894			0.048575			0.048295			0.048105			0.04794			0.047775


			GGG1_St1_2			0.031845			0.03657			0.035295			0.03728			0.036365			0.03683			0.039415			0.03188			0.031995			0.032015			0.032585			0.032895			0.033375			0.03391			0.03522			0.03668


			GGG2_St1_2			0.029315			0.03993			0.03764			0.041975			0.03978			0.040575			0.04601			0.0295			0.02965			0.02989			0.030975			0.031975			0.033065			0.03433			0.03668			0.039925


			GGG3_St1_2			0.00895			0.011535			0.011055			0.01213			0.01166			0.011635			0.013295			0.00897			0.009015			0.00904			0.00921			0.00956			0.0099			0.0104			0.01125			0.01266


			GGG45_St1_2			0.014255			0.018315			0.01764			0.019325			0.01837			0.01855			0.021145			0.014315			0.014375			0.0144			0.014735			0.01537			0.01576			0.01647			0.01801			0.02009


			GGG1_St3_4			0.01053			0.01011			0.01021			0.010065			0.01018			0.010105			0.009945			0.01053			0.010495			0.01051			0.010455			0.010435			0.010415			0.010385			0.010335			0.010375


			GGG2_St3_4			0.049825			0.0443			0.045885			0.04362			0.04494			0.044005			0.041975			0.049675			0.0496			0.04943			0.04876			0.04846			0.04807			0.047845			0.04774			0.047605


			GGG3_St3_4			0.01699			0.01567			0.016045			0.015525			0.01573			0.01557			0.014985			0.01697			0.016935			0.016905			0.01682			0.01669			0.016505			0.016485			0.016255			0.016165


			GGG45_St3_4			0.028935			0.02666			0.027305			0.02645			0.0269			0.026585			0.02562			0.028885			0.02884			0.028815			0.02857			0.02832			0.02828			0.028065			0.027695			0.02761


			GGG1_SYMPT			0.042375			0.040925			0.041325			0.040765			0.041155			0.04093			0.040385			0.04236			0.042245			0.042235			0.042125			0.04208			0.041995			0.041935			0.041845			0.041885


			GGG2_SYMPT			0.07914			0.070905			0.073365			0.070145			0.071875			0.070575			0.06766			0.07893			0.07876			0.07851			0.077545			0.077115			0.076545			0.076275			0.07612			0.07593


			GGG3_SYMPT			0.02594			0.024035			0.024535			0.02381			0.0241			0.02389			0.023085			0.02592			0.02585			0.02582			0.02567			0.0255			0.02527			0.025205			0.024965			0.024835


			GGG45_SYMPT			0.04319			0.040075			0.04082			0.03959			0.040175			0.039825			0.03844			0.04312			0.04307			0.042995			0.04269			0.0423			0.04226			0.041895			0.04148			0.04138


			GGG1_SCRN			0			0.005755			0.00418			0.00658			0.00539			0.006005			0.008975			5e-05			0.000245			0.00029			0.000915			0.00125			0.001795			0.00236			0.00371			0.00517


			GGG2_SCRN			0			0.013325			0.01016			0.01545			0.012845			0.014005			0.020325			0.000245			0.00049			0.00081			0.00219			0.00332			0.00459			0.0059			0.0083			0.0116


			GGG3_SCRN			0			0.00317			0.002565			0.003845			0.00329			0.003315			0.005195			2e-05			1e-04			0.000125			0.00036			0.00075			0.001135			0.00168			0.00254			0.00399


			GGG45_SCRN			0			0.0049			0.004125			0.006185			0.005095			0.00531			0.008325			8e-05			0.000145			0.00022			0.000615			0.00139			0.00178			0.00264			0.004225			0.00632


			Invite_PSA			0			5.44749			2.57596			4.48315			3.288545			3.94539			5.28093			0.49952			0.547015			0.577465			0.64308			0.674265			0.689105			0.69836			0.700605			0.68482


			Attend_PSA			0			1.963425			0.93034			1.61854			1.188665			1.418865			1.90212			0.17963			0.19642			0.20921			0.23107			0.243985			0.248435			0.25276			0.251825			0.24674


			Screen_Elig			0			30.73409			30.840755			30.67761			30.762225			30.72562			30.52783			31.12904			31.119545			31.11422			31.077795			31.042975			31.01181			30.97103			30.901495			30.81775


			Positive_PSA			0			0.24586			0.14722			0.24697			0.18677			0.22552			0.31304			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Invite_MPMRI			0			0.24586			0.14722			0.24697			0.18677			0.22552			0.31304			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Attend_MPMRI			0			0.24586			0.14722			0.24697			0.18677			0.22552			0.31304			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Positive_MPMRI			0			0.09975			0.065855			0.106685			0.083355			0.097095			0.13845			0.00262			0.00504			0.00713			0.014485			0.020195			0.02513			0.031135			0.04339			0.058695


			Invite_Biopsy			0			0.09975			0.065855			0.106685			0.083355			0.097095			0.13845			0.00262			0.00504			0.00713			0.014485			0.020195			0.02513			0.031135			0.04339			0.058695


			Attend_Biopsy			0			0.08533			0.055975			0.09072			0.070995			0.082635			0.117795			0.002275			0.004365			0.00615			0.012345			0.017175			0.02131			0.02627			0.0369			0.05004


			Positive_Biopsy			0			0.027975			0.02142			0.032775			0.02717			0.029375			0.043785			0.00043			0.001045			0.00152			0.004175			0.006835			0.00941			0.012695			0.01888			0.02719


			FP			0			0.000825			0.00039			0.000715			0.00055			0.00074			0.000965			3.5e-05			6.5e-05			7.5e-05			9.5e-05			0.000125			0.00011			0.000115			0.000105			0.00011


			PC			0			0.02715			0.02103			0.03206			0.02662			0.028635			0.04282			0.000395			0.00098			0.001445			0.00408			0.00671			0.0093			0.01258			0.018775			0.02708









final/Family_sc3_lifetime.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			5974.25705294038			6096.43650079123			6036.24408372297			6078.90722419753			6053.23750316585			6061.70365984859			6099.28618163367			5984.90789552547			5985.9556022955			5985.40281249863			5987.33095275651			5989.76660838842			5991.4267621943			5996.39053527416			6006.96653331692			6022.57632930549


			Cancer_COSTS			5974.25705294038			5965.86187706519			5971.13857259011			5968.48905547792			5970.7924600132			5966.45444359389			5972.87601442441			5973.61764335285			5973.10288936452			5971.39063933104			5971.06338311855			5972.30873915537			5973.25818375814			5977.22332116352			5985.85382831658			5999.68288173629


			DIAG_COSTS			0			58.4667432556696			34.0976143848107			56.7010608207424			43.1283803887982			50.5869986963871			68.5443910383394			2.60593901014493			4.2812868422456			5.52887834536437			8.34480216121043			9.94002231424083			11.0089048836219			12.3810023206463			14.9926912732958			17.4917020741385


			SCREEN_COSTS			0			72.1078804703748			31.0078967480415			53.7171078988677			39.31666276385			44.6622175583185			57.8657761709226			8.6843131624769			8.57142608873983			8.48329482222445			7.92276747675361			7.51784691881291			7.15967355253676			6.78621178999406			6.12001372704153			5.40174549505807


			LYS			43.9942223100753			44.0081688706021			44.0039633897989			44.0094311383024			44.0066947390617			44.0074538191751			44.0121621934054			43.9945649414122			43.9951651192961			43.99584597161			43.9960168426228			43.9972928667665			43.9980942324337			43.9984715153485			43.9990887361312			43.9991172777699


			QALYS			38.8566520901756			38.8614382654587			38.8599847274916			38.8618772570469			38.8608950976331			38.8609763185365			38.861865890589			38.8568227239736			38.8571245767209			38.8575794819334			38.8572393841804			38.8576793321854			38.8579518004593			38.8577077202121			38.8574607246918			38.8566164813752


			St1_SYMPT			0.0511			0.049355			0.04981			0.049005			0.04946			0.049315			0.048565			0.05107			0.050995			0.050945			0.050815			0.05068			0.050565			0.05051			0.050345			0.05034


			St2_SYMPT			0.033265			0.030025			0.030955			0.029815			0.030305			0.029835			0.028775			0.033205			0.03307			0.03297			0.03263			0.032465			0.032305			0.03212			0.032205			0.0322


			St3_SYMPT			0.04762			0.04249			0.044055			0.04215			0.043195			0.04227			0.040505			0.04747			0.047355			0.047255			0.046625			0.046345			0.04605			0.04591			0.045605			0.045665


			St4_SYMPT			0.05866			0.05407			0.055225			0.05334			0.054345			0.0538			0.051725			0.058585			0.058505			0.05839			0.05796			0.057505			0.05715			0.05677			0.056255			0.055825


			ALL_incidence			0.190645			0.20309			0.201075			0.20637			0.203925			0.203855			0.21239			0.190725			0.190905			0.191005			0.19211			0.193705			0.19537			0.19789			0.203185			0.21111


			St1_SCRN			0			0.025645			0.019685			0.03024			0.024885			0.026815			0.04013			0.000375			0.00092			0.001375			0.00382			0.0062			0.00858			0.011615			0.016915			0.024445


			St2_SCRN			0			0.001325			0.00118			0.00165			0.001525			0.001625			0.002395			1.5e-05			5e-05			5.5e-05			0.00024			0.000455			0.00065			0.000865			0.001695			0.00237


			St3_SCRN			0			8.5e-05			9.5e-05			1e-04			0.000105			0.000115			0.00016			0			5e-06			1e-05			1.5e-05			4e-05			6e-05			5e-05			0.00012			0.000205


			St4_SCRN			0			9.5e-05			7e-05			7e-05			0.000105			8e-05			0.000135			5e-06			5e-06			5e-06			5e-06			1.5e-05			1e-05			5e-05			4.5e-05			6e-05


			St1_MORT			0.000845			0.001165			0.00109			0.001245			0.00112			0.00119			0.001395			0.000855			0.00085			0.00084			0.000895			0.000925			0.00096			0.00101			0.001095			0.001195


			St2_MORT			0.00093			0.000935			0.000945			0.00091			0.00093			0.00094			0.000935			0.00093			0.00093			0.00093			0.000925			0.00094			0.000935			0.000925			0.00093			0.000955


			St3_MORT			0.00651			0.00587			0.005975			0.00576			0.005885			0.005855			0.00562			0.006485			0.00647			0.006445			0.006405			0.006345			0.00631			0.00625			0.00628			0.00633


			St4_MORT			0.04018			0.03681			0.03781			0.036505			0.03717			0.03676			0.035325			0.04012			0.040065			0.03997			0.039725			0.039385			0.039115			0.038935			0.0387			0.038365


			MORT			0.048465			0.04478			0.04582			0.04442			0.045105			0.044745			0.043275			0.04839			0.048315			0.048185			0.04795			0.047595			0.04732			0.04712			0.047005			0.046845


			GGG1_St1_2			0.031845			0.03657			0.035295			0.03728			0.036365			0.03683			0.039415			0.03188			0.031995			0.032015			0.032585			0.032895			0.033375			0.03391			0.03522			0.03668


			GGG2_St1_2			0.029315			0.03993			0.03764			0.041975			0.03978			0.040575			0.04601			0.0295			0.02965			0.02989			0.030975			0.031975			0.033065			0.03433			0.03668			0.039925


			GGG3_St1_2			0.00895			0.011535			0.011055			0.01213			0.01166			0.011635			0.013295			0.00897			0.009015			0.00904			0.00921			0.00956			0.0099			0.0104			0.01125			0.01266


			GGG45_St1_2			0.014255			0.018315			0.01764			0.019325			0.01837			0.01855			0.021145			0.014315			0.014375			0.0144			0.014735			0.01537			0.01576			0.01647			0.01801			0.02009


			GGG1_St3_4			0.01053			0.01011			0.01021			0.010065			0.01018			0.010105			0.009945			0.01053			0.010495			0.01051			0.010455			0.010435			0.010415			0.010385			0.010335			0.010375


			GGG2_St3_4			0.049825			0.0443			0.045885			0.04362			0.04494			0.044005			0.041975			0.049675			0.0496			0.04943			0.04876			0.04846			0.04807			0.047845			0.04774			0.047605


			GGG3_St3_4			0.01699			0.01567			0.016045			0.015525			0.01573			0.01557			0.014985			0.01697			0.016935			0.016905			0.01682			0.01669			0.016505			0.016485			0.016255			0.016165


			GGG45_St3_4			0.028935			0.02666			0.027305			0.02645			0.0269			0.026585			0.02562			0.028885			0.02884			0.028815			0.02857			0.02832			0.02828			0.028065			0.027695			0.02761


			GGG1_SYMPT			0.042375			0.040925			0.041325			0.040765			0.041155			0.04093			0.040385			0.04236			0.042245			0.042235			0.042125			0.04208			0.041995			0.041935			0.041845			0.041885


			GGG2_SYMPT			0.07914			0.070905			0.073365			0.070145			0.071875			0.070575			0.06766			0.07893			0.07876			0.07851			0.077545			0.077115			0.076545			0.076275			0.07612			0.07593


			GGG3_SYMPT			0.02594			0.024035			0.024535			0.02381			0.0241			0.02389			0.023085			0.02592			0.02585			0.02582			0.02567			0.0255			0.02527			0.025205			0.024965			0.024835


			GGG45_SYMPT			0.04319			0.040075			0.04082			0.03959			0.040175			0.039825			0.03844			0.04312			0.04307			0.042995			0.04269			0.0423			0.04226			0.041895			0.04148			0.04138


			GGG1_SCRN			0			0.005755			0.00418			0.00658			0.00539			0.006005			0.008975			5e-05			0.000245			0.00029			0.000915			0.00125			0.001795			0.00236			0.00371			0.00517


			GGG2_SCRN			0			0.013325			0.01016			0.01545			0.012845			0.014005			0.020325			0.000245			0.00049			0.00081			0.00219			0.00332			0.00459			0.0059			0.0083			0.0116


			GGG3_SCRN			0			0.00317			0.002565			0.003845			0.00329			0.003315			0.005195			2e-05			1e-04			0.000125			0.00036			0.00075			0.001135			0.00168			0.00254			0.00399


			GGG45_SCRN			0			0.0049			0.004125			0.006185			0.005095			0.00531			0.008325			8e-05			0.000145			0.00022			0.000615			0.00139			0.00178			0.00264			0.004225			0.00632


			Invite_PSA			0			5.44749			2.57596			4.48315			3.288545			3.94539			5.28093			0.49952			0.547015			0.577465			0.64308			0.674265			0.689105			0.69836			0.700605			0.68482


			Attend_PSA			0			1.963425			0.93034			1.61854			1.188665			1.418865			1.90212			0.17963			0.19642			0.20921			0.23107			0.243985			0.248435			0.25276			0.251825			0.24674


			Screen_Elig			0			30.73409			30.840755			30.67761			30.762225			30.72562			30.52783			31.12904			31.119545			31.11422			31.077795			31.042975			31.01181			30.97103			30.901495			30.81775


			Positive_PSA			0			0.24586			0.14722			0.24697			0.18677			0.22552			0.31304			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Invite_MPMRI			0			0.24586			0.14722			0.24697			0.18677			0.22552			0.31304			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Attend_MPMRI			0			0.24586			0.14722			0.24697			0.18677			0.22552			0.31304			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Positive_MPMRI			0			0.09975			0.065855			0.106685			0.083355			0.097095			0.13845			0.00262			0.00504			0.00713			0.014485			0.020195			0.02513			0.031135			0.04339			0.058695


			Invite_Biopsy			0			0.09975			0.065855			0.106685			0.083355			0.097095			0.13845			0.00262			0.00504			0.00713			0.014485			0.020195			0.02513			0.031135			0.04339			0.058695


			Attend_Biopsy			0			0.08533			0.055975			0.09072			0.070995			0.082635			0.117795			0.002275			0.004365			0.00615			0.012345			0.017175			0.02131			0.02627			0.0369			0.05004


			Positive_Biopsy			0			0.027975			0.02142			0.032775			0.02717			0.029375			0.043785			0.00043			0.001045			0.00152			0.004175			0.006835			0.00941			0.012695			0.01888			0.02719


			FP			0			0.000825			0.00039			0.000715			0.00055			0.00074			0.000965			3.5e-05			6.5e-05			7.5e-05			9.5e-05			0.000125			0.00011			0.000115			0.000105			0.00011


			PC			0			0.02715			0.02103			0.03206			0.02662			0.028635			0.04282			0.000395			0.00098			0.001445			0.00408			0.00671			0.0093			0.01258			0.018775			0.02708









final/Family_sc4_lifetime.csv

						no_screen			screen_45_61_bien			screen_50_62_4an			screen_50_62_bien			screen_50_63_3an			screen_55_60_an			screen_55_62_an			screen45			screen48			screen50			screen55			screen58			screen60			screen62			screen65			screen68


			TOTAL_COSTS			6427.86140683215			6506.30422427575			6461.89025877419			6487.09716411746			6470.02929122027			6472.46918245368			6496.81723199126			6437.63556406524			6437.30482299888			6435.31946519666			6431.76787834637			6434.11416849967			6434.26852946056			6437.82828806372			6446.91064864088			6464.34356151047


			Cancer_COSTS			6427.86140683215			6375.72960054971			6396.78474764133			6376.67899539785			6387.58424806762			6377.21996619898			6370.407064782			6426.34531189262			6424.45211006789			6421.30729202907			6415.50030870841			6416.65629926661			6416.0999510244			6418.66107395308			6425.79794364055			6441.45011394127


			DIAG_COSTS			0			58.4667432556696			34.0976143848107			56.7010608207424			43.1283803887982			50.5869986963871			68.5443910383394			2.60593901014493			4.2812868422456			5.52887834536437			8.34480216121043			9.94002231424083			11.0089048836219			12.3810023206463			14.9926912732958			17.4917020741385


			SCREEN_COSTS			0			72.1078804703748			31.0078967480415			53.7171078988677			39.31666276385			44.6622175583185			57.8657761709226			8.6843131624769			8.57142608873983			8.48329482222445			7.92276747675361			7.51784691881291			7.15967355253676			6.78621178999406			6.12001372704153			5.40174549505807


			LYS			44.0029231870397			44.0160682756668			44.0121174707578			44.0172391697412			44.0146650623394			44.015364699247			44.019848908403			44.0032658183765			44.0038467784636			44.0044639799659			44.0046032698218			44.005800715981			44.0065782681969			44.0069792034713			44.0076078757724			44.007632614186


			QALYS			38.8624040125819			38.8666775153763			38.8653834164847			38.8670463049389			38.8661730832555			38.8662138678287			38.8669627441633			38.86257464638			38.8628630425654			38.8632692559155			38.862923534728			38.8633120799717			38.863563174902			38.8633371795653			38.8630971457215			38.8622467782042


			St1_SYMPT			0.0511			0.049355			0.04981			0.049005			0.04946			0.049315			0.048565			0.05107			0.050995			0.050945			0.050815			0.05068			0.050565			0.05051			0.050345			0.05034


			St2_SYMPT			0.033265			0.030025			0.030955			0.029815			0.030305			0.029835			0.028775			0.033205			0.03307			0.03297			0.03263			0.032465			0.032305			0.03212			0.032205			0.0322


			St3_SYMPT			0.04762			0.04249			0.044055			0.04215			0.043195			0.04227			0.040505			0.04747			0.047355			0.047255			0.046625			0.046345			0.04605			0.04591			0.045605			0.045665


			St4_SYMPT			0.05866			0.05407			0.055225			0.05334			0.054345			0.0538			0.051725			0.058585			0.058505			0.05839			0.05796			0.057505			0.05715			0.05677			0.056255			0.055825


			ALL_incidence			0.190645			0.20309			0.201075			0.20637			0.203925			0.203855			0.21239			0.190725			0.190905			0.191005			0.19211			0.193705			0.19537			0.19789			0.203185			0.21111


			St1_SCRN			0			0.025645			0.019685			0.03024			0.024885			0.026815			0.04013			0.000375			0.00092			0.001375			0.00382			0.0062			0.00858			0.011615			0.016915			0.024445


			St2_SCRN			0			0.001325			0.00118			0.00165			0.001525			0.001625			0.002395			1.5e-05			5e-05			5.5e-05			0.00024			0.000455			0.00065			0.000865			0.001695			0.00237


			St3_SCRN			0			8.5e-05			9.5e-05			1e-04			0.000105			0.000115			0.00016			0			5e-06			1e-05			1.5e-05			4e-05			6e-05			5e-05			0.00012			0.000205


			St4_SCRN			0			9.5e-05			7e-05			7e-05			0.000105			8e-05			0.000135			5e-06			5e-06			5e-06			5e-06			1.5e-05			1e-05			5e-05			4.5e-05			6e-05


			St1_MORT			0.000845			0.001165			0.00109			0.001245			0.00112			0.00119			0.001395			0.000855			0.00085			0.00084			0.000895			0.000925			0.00096			0.00101			0.001095			0.001195


			St2_MORT			0.00093			0.000935			0.000945			0.00091			0.00093			0.00094			0.000935			0.00093			0.00093			0.00093			0.000925			0.00094			0.000935			0.000925			0.00093			0.000955


			St3_MORT			0.00643			0.0058			0.00591			0.005695			0.00582			0.005785			0.00555			0.006405			0.00639			0.00637			0.00633			0.006265			0.00623			0.00618			0.006205			0.00625


			St4_MORT			0.038135			0.034965			0.035925			0.03471			0.0353			0.03492			0.033555			0.038075			0.03802			0.037935			0.037715			0.0374			0.03713			0.036955			0.036725			0.03642


			MORT			0.04634			0.042865			0.04387			0.04256			0.04317			0.042835			0.041435			0.046265			0.04619			0.046075			0.045865			0.04553			0.045255			0.04507			0.044955			0.04482


			GGG1_St1_2			0.031845			0.03657			0.035295			0.03728			0.036365			0.03683			0.039415			0.03188			0.031995			0.032015			0.032585			0.032895			0.033375			0.03391			0.03522			0.03668


			GGG2_St1_2			0.029315			0.03993			0.03764			0.041975			0.03978			0.040575			0.04601			0.0295			0.02965			0.02989			0.030975			0.031975			0.033065			0.03433			0.03668			0.039925


			GGG3_St1_2			0.00895			0.011535			0.011055			0.01213			0.01166			0.011635			0.013295			0.00897			0.009015			0.00904			0.00921			0.00956			0.0099			0.0104			0.01125			0.01266


			GGG45_St1_2			0.014255			0.018315			0.01764			0.019325			0.01837			0.01855			0.021145			0.014315			0.014375			0.0144			0.014735			0.01537			0.01576			0.01647			0.01801			0.02009


			GGG1_St3_4			0.01053			0.01011			0.01021			0.010065			0.01018			0.010105			0.009945			0.01053			0.010495			0.01051			0.010455			0.010435			0.010415			0.010385			0.010335			0.010375


			GGG2_St3_4			0.049825			0.0443			0.045885			0.04362			0.04494			0.044005			0.041975			0.049675			0.0496			0.04943			0.04876			0.04846			0.04807			0.047845			0.04774			0.047605


			GGG3_St3_4			0.01699			0.01567			0.016045			0.015525			0.01573			0.01557			0.014985			0.01697			0.016935			0.016905			0.01682			0.01669			0.016505			0.016485			0.016255			0.016165


			GGG45_St3_4			0.028935			0.02666			0.027305			0.02645			0.0269			0.026585			0.02562			0.028885			0.02884			0.028815			0.02857			0.02832			0.02828			0.028065			0.027695			0.02761


			GGG1_SYMPT			0.042375			0.040925			0.041325			0.040765			0.041155			0.04093			0.040385			0.04236			0.042245			0.042235			0.042125			0.04208			0.041995			0.041935			0.041845			0.041885


			GGG2_SYMPT			0.07914			0.070905			0.073365			0.070145			0.071875			0.070575			0.06766			0.07893			0.07876			0.07851			0.077545			0.077115			0.076545			0.076275			0.07612			0.07593


			GGG3_SYMPT			0.02594			0.024035			0.024535			0.02381			0.0241			0.02389			0.023085			0.02592			0.02585			0.02582			0.02567			0.0255			0.02527			0.025205			0.024965			0.024835


			GGG45_SYMPT			0.04319			0.040075			0.04082			0.03959			0.040175			0.039825			0.03844			0.04312			0.04307			0.042995			0.04269			0.0423			0.04226			0.041895			0.04148			0.04138


			GGG1_SCRN			0			0.005755			0.00418			0.00658			0.00539			0.006005			0.008975			5e-05			0.000245			0.00029			0.000915			0.00125			0.001795			0.00236			0.00371			0.00517


			GGG2_SCRN			0			0.013325			0.01016			0.01545			0.012845			0.014005			0.020325			0.000245			0.00049			0.00081			0.00219			0.00332			0.00459			0.0059			0.0083			0.0116


			GGG3_SCRN			0			0.00317			0.002565			0.003845			0.00329			0.003315			0.005195			2e-05			1e-04			0.000125			0.00036			0.00075			0.001135			0.00168			0.00254			0.00399


			GGG45_SCRN			0			0.0049			0.004125			0.006185			0.005095			0.00531			0.008325			8e-05			0.000145			0.00022			0.000615			0.00139			0.00178			0.00264			0.004225			0.00632


			Invite_PSA			0			5.44749			2.57596			4.48315			3.288545			3.94539			5.28093			0.49952			0.547015			0.577465			0.64308			0.674265			0.689105			0.69836			0.700605			0.68482


			Attend_PSA			0			1.963425			0.93034			1.61854			1.188665			1.418865			1.90212			0.17963			0.19642			0.20921			0.23107			0.243985			0.248435			0.25276			0.251825			0.24674


			Screen_Elig			0			30.73409			30.840755			30.67761			30.762225			30.72562			30.52783			31.12904			31.119545			31.11422			31.077795			31.042975			31.01181			30.97103			30.901495			30.81775


			Positive_PSA			0			0.24586			0.14722			0.24697			0.18677			0.22552			0.31304			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Invite_MPMRI			0			0.24586			0.14722			0.24697			0.18677			0.22552			0.31304			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Attend_MPMRI			0			0.24586			0.14722			0.24697			0.18677			0.22552			0.31304			0.00887			0.015555			0.021215			0.034435			0.043105			0.0486			0.056925			0.07199			0.086835


			Positive_MPMRI			0			0.09975			0.065855			0.106685			0.083355			0.097095			0.13845			0.00262			0.00504			0.00713			0.014485			0.020195			0.02513			0.031135			0.04339			0.058695


			Invite_Biopsy			0			0.09975			0.065855			0.106685			0.083355			0.097095			0.13845			0.00262			0.00504			0.00713			0.014485			0.020195			0.02513			0.031135			0.04339			0.058695


			Attend_Biopsy			0			0.08533			0.055975			0.09072			0.070995			0.082635			0.117795			0.002275			0.004365			0.00615			0.012345			0.017175			0.02131			0.02627			0.0369			0.05004


			Positive_Biopsy			0			0.027975			0.02142			0.032775			0.02717			0.029375			0.043785			0.00043			0.001045			0.00152			0.004175			0.006835			0.00941			0.012695			0.01888			0.02719


			FP			0			0.000825			0.00039			0.000715			0.00055			0.00074			0.000965			3.5e-05			6.5e-05			7.5e-05			9.5e-05			0.000125			0.00011			0.000115			0.000105			0.00011


			PC			0			0.02715			0.02103			0.03206			0.02662			0.028635			0.04282			0.000395			0.00098			0.001445			0.00408			0.00671			0.0093			0.01258			0.018775			0.02708
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Summary of changes


			N


			Item


			Reason


			Original


			New input





			1


			mpMRI cost


			Change of the source for consistency


			 £316.01, based on Mowatt et al. (2013) and inflated to 2022/2023


			NCC National schedule of NHS costs - Year 2022/23 - all NHS trusts and NHS foundation trusts








			2


			Screening, diagnostic and surveillance use of MRI 


			Weighted average use of mpMRI/bpMRI represents better the current practice


			Use pmMRI based on clinical inputs


			Share between bpMRI /mpMRI reported in NCC National schedule of NHS costs - Year 2022/23





			3


			BRCA prevalence


			Update of the source:  Xu et al (2025)


			BRCA1: 0.26% or 1 in 381  


BRCA2: 0.36% or 1 in 277  


			0.139% for BRCA1, 0.369% for BRCA2





			4


			Risk of cancer incidence for BRCA1 carrier


			Update of the source:  Xu et al (2025)


			OR = 2.12 (1.05–4.30)


			HR==1. Because of the time constraints this risk is not recalibrated and approximation of OR ==RR is used.





			5


			Risk of cancer incidence for BRCA2 carrier


			Update of the source:  Xu et al (2025)


			OR = 5.83 (3.64- 9.32)


			2.46 (2.01–3.01). Because of the time constraints this risk is not recalibrated and approximation of OR ==RR is used.





			6


			Risk of GGG2-5 /vs GGG1 in Black


			Based on absence of UK-specific data and feedback from clinical experts


			HR>1was used informed by the literature (US based study)


			Risk is assumed to be the same as in general population





			7


			Population


			Data confidentiality


			HSE population 


			Synthetic population generated from HSE population





			8


			Survival in stages 3 and 4


			Lack of data on long-term survival, resulted in some illogical extrapolations in older ages. The complementary source we received is unpublished 15-y survival data of non-intervention arm of the CAP trial 


			PHE survival data


			CAP trial Stage 3 data (log-normal fit based AIC)


CAP trial Stage 4 data (log-normal fit based on AIC)


PHE data (Stage 4, 75-84) 1-5 years, fixed at 5 year survival for later time points


PHE data (Stage 4, 85-99) 1-5 years, fixed at 5-year survival for later time points.








			9


			Difference between LATP sensitivity and TRUS sensitivity


			New direct comparison of LATP and TRUS biopsy study has been published in 2025 (doi: 10.1016/S1470-2045(25)00100-7)


			Based on detection values reported in two systematic reviews: GGG1 -0.52, GGG2+ 0.85


			Based on OR of detection values reported in the trial with direct comparison: GGG1 -0.44 (0.38;0.51); GGG2+ 0.66(0.62;0.71).





			10


			Uptake with MRI


			Clinical input on the assumptions


			Uptake similar to the biopsy


			Uptake is ==1





			11


			Discontinuation for SACT was added using monthly discontinuation rate


			More granular/accurate approach


			Mean time in years was used


			Monthly discontinuation rate was applied before calculating average annual costs





			12


			Populations evaluated


			Asked by the stakeholders/ reviewers


			BRCA1/2 together


			BRCA 1 and BRCA 2 separately











Other modelling assumptions:


· All scenarios were run using PSA uptake rates similar to those observed in the CAP trial.





· The risks in the model have not yet been recalibrated; therefore, some inaccuracy in the applied risks remains due to correlations across parameters. 





· The costs for SACT are based on assumptions of exponential rate, as we only have one data point to extrapolate, the median time of discontinuation or death.  KM's for time to treatment discontinuation or death do exist, but are confidential and the research team has no assess to them. 





· The model was run on a relatively small sample size (200,000) due to time constraints. Consequently, some stochastic uncertainty remains, especially when comparing specific age groups. For the final analysis, the model should be run using a larger population size.





The model uses raw data on PSA distribution at the median trial age of 62 years. Extrapolations to younger and older ages were then applied using trend data. To avoid introducing additional assumptions about distributional fit, the model used the original data (see the plot below), which results in some “jumps” in screening predictions for specific age groups when PSA thresholds are applied.[image: A graph of a number of numbers and a graph

AI-generated content may be incorrect.]
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